10

14

16

7

20

22

24

25

26

27

28

29

30

BHyTpuna6o
paToHbI i
Kon

0101

01011

01.02

01021

0103

01031

01.04

01041

0105

01051

01.06

01.06.1

01.07

0107.1

0201

02.02

02.03

0301

03.02

03.03

03.05

03.06

03.07

03.08

03.10

wn

03.12

0313

0314

0315

HAYAJIbHUK

MPEVCKYPAHT Ha MefULMHCKME YC.

HanMmeHoOBaHue ycnyru

01. FTEEMATOJIOI'MYECKHME NCCJ/IEJOBAHNA

AHa3 KPOBY KIMMHNHECKIA 663 NeliKoiopMy/ibl B BEHO3HOM KPOB

(elikoLyITbl, SpUTPOLYTLI, eMor/iobuH, MemMaToKpPUT, SPUTPOLTapHbIE
MHIEKCbI, TPOMBOLMTBI)

AHa/m3 KpoBY KIMHNYECKUI 6e3 rielikodiopMysibl B KaWVISIPHO KROBM

(elikoLyITbl, SPUTPOLMTLI, MeMorIo61H, MeMaToKPAT, SpUTPOLTapHbIE
MHIEKCbI, TPOMBOLMTBI)
AHanM3 KpoBY KIMHNYECKWIA C NIeikodhopMyrioli B BeHO3HOM KPOBK

(NelikoLyIT, SPUTPOLMTLI, MeMOr/I06MH, r eMATOKPUT, SpUTPOLMTaPHbEE
MHIeKCb1. ToomboLmTbI, J1dP)
AHa3 KpoBY KIMHUHECKWIA C NIEAKODOpMY/IOl B KarWISIPHOI KPOBU

(elikoLwTbl, SPUTPOLMTLI, MeMor/I06vH, MeMaToKPAT, SpUTPOLTapHbIE
MHIeKCbI, TpoMboLmTbl, J1P)

emorI061H B BEHO3HOV KPOBY

emor/I061H B KanwIsSpHO KPoBY
JlelikouyrapHast doopMyia B BEHO3HOW KpoBY
JlelikouyrapHast hopMyria B KanwuisipHoiA Kposu
PeTVKy/IoLMTbI B BEHO3HOW KPOBY
PeTVKy/oLTbI B KanWUISIPHOI KPOBY

COQ B BEHO3HO KpOBY

COQ B KanWV1SIpHOIA KpoBY

TpoMGOLWTLI B BEHO3HOI KOBU

TpOMGOLWTLI B KanWITSPHOI KPoBU

02. NBOCEPONIOIMMYECKUVE NCCNELOBAHNA
AHTUTENA K aHTUreHam aputpoumtoB —Ha | D-kapre

AHTUreHbI cuctembl Kell - Ha LLFkapTe

Mpynna KkpoBw, pe3yc haxTop Ha LLFkapTe

03. NCCJTTIEAOBAHNA MO4YIN

AHa3 MOUM 06LLIVIN + MMKPOCKOMVSt MOYEBOTO 0CaAKa

AHam3 Mo4m No HevmnopeHko

Mo4eB0i1 KaveHb (XUIMNYECKII aHasvz)
BUOXMMUNYECKNUIA aHaNN3 MOUn

AnboyMUH B Moye (MKpoasibtyMuH)

Anbha-AMniasa B MoYe (aviactasa)

Anbha-AMniasa B MoYe CyTOHHOI (aMacTasa CyT.)

"nioKo3a B Moue

Kammii, Hapuid, Xnop B Mode

Kanbupii B Mode

KpeaTyHvH B Mo4e

KnmpeHc aHoreHHoro KpeatuHyHa (Npoba Pebepra- Tapeesa)
MarHuii B Moye

MoueBKMHa B Mo4e

BUJ pes-
yeHa, py6. CpOK BbIM

150

190

320

320

100
100
150
150
150
150
100
100
100
100

420
550
380

210
200
1720

245
180
180
120
300
145
145
570
150
140

Mpwno>keHvie Ne 1 K nprikasy No

oT

Ta
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1mH

1M

1

101

1H
1H
1
1
1
1
1H
10H
1mH

10H

1M
<5H

1aH

1
1M
1
1M
1
1M
1H
1
1M
1M

3CKN" MO PO

MN.eo. AHTOHOB

2020 r.

KOA ycnyru, corn.
HOMEHKN. npukasa M3
P® /1€ 804H or 13.10.17

BC3.016.002

B03.016.002

B03.016.003

B03.016.003

AD9.05.003
AD9.05.003
A1205.121
A12.05.121
A12.05.123
A12.05.123
A12.05.001
A12.05.001
A12.05.120

A12.05.120

A12.06.027

A12.05.007
A12.05.005

A12.05.006
B03.016.006
BCB016.014

A09.28.018

/A09.28.003.001
A09.28.027
A09.28.027
A9.28011

A09.28.013A
A09.28.012
/A09.28.006

A12.28.002

/A09.28.009



32

36

37

49
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59
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66

03.16

03.17

0318

03.19

0401

04.02

04.05

04.06

04.03

04.04

05.03

05.04

05.05

0501
05.06

05.02

05.07

0511

05.12

0513

0514

06.22

06.23

06.24

06.25

06.26

06.27

06.28

06.29

06.30

0601

0648

06.49

06.50

06.02

06.03

06.04

MoueBast KC/oTa B MoYe
ObLLwii BeoK B MoYe

dochop B Moue

Oxcararbl B CyTOHHOM Moye
04. NCCNNEQOBAHNA KANA
AHanm3 Kana KmHu4eckuin (Komporpamivia)

AHan3 Karia Ha CKPbITYH KDOBb
BrOXMMYeCKUiA aHarv3 Karna - MapKepbl MCOAKTEPM03a KULLEYHIKA

KarbrpoTeKTvH (B Kark)
MaHKpeaTYecKasn a/1acTasa B Kare

YrneBoabl B Kare

MapasvTapHas 1 MHEKLMOHHasA AnarHocTyKa Kaia , "
AHTUreH nambnmii (Giardia lamblia) B kare

AHTVIrEHbI NMPOCTEALLIX (SIMO/IAY, aviEBbI, KPUIMTOCTIOPUAMN) B Kare
AHTUIreHbI POTABUPYCOB Y 3eHOBVPYCOB B Kare

ViccnenoBaHvie Ha 3HTepobros (siuia ocTpu, Enter.v./OX.v.)
ViccrienoBaHve Kania Ha MPOCTeVLLME U AiALA FeNbMHTOB (MUKDOCKOMIST)

Kan Ha KnLLeYHb e MapasuTbl, Parasep (18 Bo3byauiTerield, BbBbIBAOLLY,
3a00/1eBaHVIA: OMMCTOPX03, JIOHOPXO03, (HACLIVONES, AVMKPOLIENNGS,
MeTaroHMMO3, HaHOQWMETO3, AMtIWI060TPKIO3, MMEHOMENMIA03, aCKapaos,
TpuXoLiedhasies, aHKWIOCTOMIL03, CTPOHTIONIO3, TPMXOCTPOHIIES,
HeKaTopo3, LLIMCTOCOMO3, SIAMO/IMO3, KPMIMTTOCTOPMA03, M30CTI0p03)

TokevHbl A n B knoctpuanii (Clostridium difficile) B kane

CanbmoHera (Salmonella spp.) - AHK (kan)
Potasupyc (Rotavirus A, C) - PHK (karn)
SHTepoBupyc (Enterovirus) - PHK (kar)
Hoposupyc (Norovirus 1 v 2 Tvnos) - PHK (kan)

05. MICCNEAOBAHWSA BUNOIOMMUYECKUX XXNOKOCTEN nap.

Brioxymmyeckue UcCnefoBaHUsA IMKBOpPA (CIMHHOMO3T0Bast YKUAKOCTh)
BerioK 06LLWIA B /IMKBOpE

AbOYMVH B NIMKBOpE

JlakTar B /IMKBOpe

"NtoKo3a B MKBOpe

Xriopyabl B /IMKBOpe

BroXnMmnYecKme NccnefioBaHNsA 3KCCYAaTOB/ TPaHCCy4aTOB/MyHKTaToB
BerioK B BV0/MOMYECKUX MUOKOCTSAX

AJLOYMUH B G0/10MHECKIMX YKULKOCTSIX

"N1oK03a B BUOMOMYECKUX KALKOCTSAX

JIAI (naKTaTgernaporeHasa) B 610MOMYECKUX XXALKOCTSX

XVIMI/IKO-MI/IKpOCKOI'IVILIECKVIe nccnegoBaHnA mi L 'm

MWKPOCKOMNUYECKOe MCCriefoBaHyie OTAEMSEMOr0 YPOoreHUTa/IbHOrO TpaKTa
(UepBYIKaNbHBLIN KaHaT+Bara/MLLE+YpeTpa)

MIMKDOCKOMNUYECKOe MCCrIef0BaHVe OTAEMSEMOrO YPOreH Ta/IbHOMo TPaKTa:
LEPBYKaTbHBIA KaHas, Briaraivie

MW KDOCKOMNUYECKOE MCCrIefi0BaHVie OTAEMSEMOrO YPOreH Ta/IbHOMo TpaKTa:
LEPB/Ka/TbHBIA KaHayT, ypeTpa

M KPOCKOMNUYECKOe UCCe0BaHYie OTAEMSEMOrO YPOreHUTa/IbHOMO TpaKTa:

Blara/LLE, YPeTpa
MVIKPOCKOMUHECKOE UCC/IEZI0BaHYIE OTAENSEMONO LIEPBUKA/IBEHONO KaHana

MKPOCKONMYECKOe UCCeoBaHMe OTAE/IAEMOrO Briaraymig

MVIKPOCKOMUUECKOE UCC/IE0BAHYIE OT/AEMSIEMOTO YPETPbI

140
140
140
1160

420
180

1800

3420

1850
690

850
1800
850

250
250

580

850
580
450
450
450

210
320
320
180
180

210
320
210
210

350

280

280

280
200
200

200

1mH
1H
1mH

<6 oH

1mH

104
<13 pH
<7 [OH
<14pH

<84H

<6 oH
<6 mH
<6 gH
1H
1

1mH

<6 oH
<13H
<13mH
<13mH

< 13mH

<6 oH
<6 oH
<6 oH
<6 oH

<6 oH

<6 oH
<64H
<64H

<6 mH

1
1mH
1mH

1H
1
1

1

A09.28.010

A09.28.003

A09.28.026

/A09.28.000n

B03.016.010

A09.19.001

A09.19.010A

A09.19.013

A09.19010

A09.19012

A26.19.037

A26.19.000nA26.19.037n

A26.19.039 A26.19.042

A26,01.017
A26.19.011

A26.19.000A

A26.19043

A26.19.000n

A26.19.000n

/A26.19.000n

/A26.19.000n

A09.23.004

/A09.23.000n

A9.23013

A09.23003

AD9.23012

/A09.23.000A

/A09.23.000n

/A09.23.000n

/A09.23.000n

A12.20.001AA12.28.015/1
/A12.00.000A

/A12.00.000AA12.20.001

/A12.00.000AA12.28.015

A12.20.001 Al12.28.015
/A12,00.000n

A12.20.001

A12.28015



69

70

7

2

4

16

76

90

91

92

96

97

98

99

06.09

06.05

06.21

06.47

06.07

06.08

06.45

06.10

0611

06.12

06.13

06.14

06.15

06.16

06.17

06.18

06.19

06.20

06.40

0641

06.42

0643

07.03

0801

08.02

08.03

08.04

08.05

08.06

08.07

08.08

MVIKPOCKOMWUECKOE MCCTIEN0BAHUE IAKY/ISTa

MIMKPOCKOMMYECKOe 1CC/Ief0oBaHe CeKPETa MPELCT: aTe/bHON MEresbl

MIIKDOCKOMMHECKOE MCC/Ie0BaHyie OTAE/SEMOrO CIM3MCTON 060/104KW Hoca
(pyHoLMTOrpaMma)

MIKPOCKOMMHECKOe UCCe0BaHYe OTAEMSEMOrO CIMBMCTOM 060/I0HKN
rnaza

Mwn KpocKkonn4yeckoe nccnefosaHme Ha MUKO3bl U eMOLEKC
MMKPOCKOMMYECKOe MCCrIER0BaHME HOMTeBbIX M1aCTVHOK Ha rpribbl
MMKPOCKOMUYECKOe MCCrIEf0BaHVE COCKOO0B KXW Ha Mpubbl
MIMKPOCKONMYECKOe MCCrIEf0BaHe BOIOC Ha MpubbI

VcecnenoBaHyie Ha JEMOJEKC (COCKOG C KO HOCOTYBHOr0 TPeyroybHMKE)

VcenenoBaHyie Ha JeMOJEKC (COCKOG C KOXM)

VccnenoBaHyie Ha IEMOJEKC (COCKOB C KOXU BeK)
VccrenoBaHiie Ha IEMOJEKC (COCKO6 C KOV F0/i0Bbl)
VcenenoBaHyvie Ha AeMOJEKC (COCKO6 C KOXU SULR)
VcecneoBaHyie Ha JEMOJEKC (COCKO6 C KO PyK)
VccnenosaHvie Ha fleMofiekc (6posu)

VccrenoBaHvie Ha IeMOJEKC (BO/OC MO/ioBbi)

ViccrienoBaHve Ha AeMOEKC (PECHYILIbI F/iasa IeBoro)
ViccreoBaHvie Ha AeMOZEKC (PeCHYILIbI F/iasa fIEBOrO M MPaBoro)

ViccriefioBaHvie Ha AEMOZEKC (PECHULBI /133 MPaBoro)

06. PIBPOTECTbI - gnarHoctmka nedeHn 6e3 muoncmm
DUBPOTECT (HeMHBA3VBHASA AMarHOCTUKA (prbpo3a reyeHm)

- BvxuMmnyecKyie rokasares paboTbl MeYeHm

- Crieumidmyeckvie 6eku

- KomnbTepHasn 06paboTka gaHHbIX BrolpeankTvie

DribpoMaKC (HeVHBA3VIBHAS PacLLMPEHHaS AViarHOCTUIKA MOpavkeHA
reyeHm)

- Byxummnyeckie rnokasaresiv padoTbI MeYeHN U IAMGHOIO 06MeHa

- CrieLpdomdeckue Genikn

- KomnbTepHas 06paboTka gaHHbIX BrolpeaykTvis

"eHoMGpOTECT (HeMHBa3VIBHasA AYarHOCTUKa (PrGp03a MeyeHm, OLEHKa
AKTVBHOCTU HEKPOBOCTI/TATESTEHOMO MPOLIECCa U MPOrHO3 3qXpeKTUBHOCTU
MPOTVBOBVPYCHOM Tepanum) | O6s3aTe/NbHO YKa3aTh YCTaHOB/EHHbIN
[varHos "'renaTuT C?"

- BvxummnyecKkye rnokasarenv paboTbl MeYeHN

- CrieLpdomyeckyie Gekn

- WecneposaHus PHK Bupyca renatvra C

- 'eHotvin 1L.28B

- KomnbTepHas o6paboTka faHHbIX BrolpeankTvie

CTeaToCKPVH (HevHBa3VIBHasA AMarHoCTVIKa CTeatosa neyeHu)

- ByxmmMmnyeckme rokasaresiv paboTbI MeYeHn U IMMEHOTO 0bMeHa

- CrieLpdomyeckyie 6e/kn

- KomnbTepHas 06paboTka fiaHHbIX BriolpeaukTie

07. CMIEPMOIrPAMMA

Criepmorpamva (! eCTb OrpaH/YeHa Mo B3ATUIO 6/M)
08. UMNTOJIO MYECKUME NCCNEOOBAHNA
LiyTonormyeckoe m1ccnes. COCKOO0B LLEVKN MATKM 1 LIEPBUK. KaHaria

LiyTonoryeckoe mcenes, COCKOB0B LLEVIK MATKV 1 LIEPBUK. KaHaria PAP-
TecT (OKpacka ro ManaHvkoray)

Liyronoryeckoe vcenes, COCKo60B T-30HbI LLEKN MaTKA
Liyronoruyeckoe vcerned, cockoboB T-30HbI LLeriky MaTkv XK/OKOCTHOE
LI/Tonornyeckoe mccres, acrvparos 13 rMosiocTy MaTKA

Liyronoryeckoe vccnes, OTAENSeMOro MosoHHoM xeresbl (JIVDK MIVDK)

LiyTonoryeckoe 1ccreaoBaHue acrparta MoioHHoM sxenesbl (JIVDK
MVKL

LiTornornyeckoe 1ccrefoBaHyie OTreyaTKa By bBbl

300

300

400

400

420
420
420
280

280
280
280
280
280
280
280
280
280
280

12 200

13 800

14 800

9400

1050

500

850

480

850

580

480

480
480

g
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KOTmyK
|* ohe

2 H

2 0H

101

104

<3 mH
<3 gH
<3 gH
1
1mH
1mH
1mH
1H
104
1mH
1mH
101
1mH

1mH

<13pH

<13pH

<13gH

<3pgH

1aH

2 0H
2 H
2 H
<SmH
<7 pH
2 oH
<7 pgH

2 H

A12.21.001

A12.21.003

/A12.00.000*

A12,00.0011

A26.01.033

A26.01.015

A26.01.011

A26,01.018

A26,01.018

A26,01.018

A26,01.018

A26,01.018

A26.01.018

A26,01.018n

A26.01.018A

A26,01.018n

A26,01.018n

A26.01.018n

/A09.05.000*

/A09.05.000n

/A09.05.000n

/A09.05.000n

A08.20.017

A08.20.017

A08.20.017

A08.20.017

A08.20.004

A08.20.019

A08.20.015

/A08.20.000n



100

102

103

104

105

106

107

108

109

110

112

113

14

115

116

17

118

SIS

127

128

08.09

08.10

0811

08.12

0813

08.14

08.15

08.16

08.17

08.18

08.19

08.26

09.10

on

09.12

0913

09.14

09.15

09.16

09.17

09.18

09.19

09.20

021

09.22

09.23

09.24

09.25

2401

24.02
2403
24.04
24.05
24.06
24.07

Liyronornyeckoe vccrieioBaHvie Moum

LiuTonornyeckoe mccrefoBaHyie MOKROTbI

LTOnoryeckoe Ucc/iefioBaHiie BbINoTHb X YIKOCTEN (ACLATUHECKON,
M/eBpa/isHON, NepUKapaMarbHOM, CUHOBMA/BHOI), SIIKBOP, COIEPMMOIO
K/ACT

LIMTO/I0rnueckoe Vcc/iefioBaHe MaTepriara LLYTOBWIHOM Xere3bl

LIMTO/I0r4eckoe Vcc/iefioBaHIe MyHKTATOB JIMMGIETUHECKMX Y3/0B

LITonor4eckoe mcceoBaHve MaTepriarios, MosyHeHHbIX 113 Pas/MUHbIX
OKaI3aLyIA MOYErooBOM Y MLLEBAPUTE/EHOM CCTEM

LiMTonornyeckoe 1ccriefoBaHvie SHAOCKOMNMYECKOro MaTepuyasia

LIMTO/I0rnUeckoe Vcc/iefioBaHIie MaTepuara, MostyueHHoro npu
XVIPYPryYECKIX BVELLIATEHCTBAX

LIvTonornyeckoe 1ecnefioBaHe 06pasoBaHniA KoY, COCKOGOB 1
OTTIeYaTKOB 3P03VIA, paH, CBULLEV

LiyTornornyeckoe vccriedoBaHie COCKOG0B U OTTeHaTKOB OMyXoriei U
OMyXO/IeBUAHBIX 06Pa30BaHMIA

VIMMYHOLMT OXMMUYECKME NCCNef0BAHNSA IHLOMETPUSA B XKUAKOCTHOMA
LUMTONOrNM T W'V or

CraHfigpTHOe LMTO/MOMMYECKOe UCCTIef0BaHMe SHAOMETPUA (0630pHast
MUKPOCKOMUS)

(MmaTeprian B3SIT B XXLKYHO TPaHCMOPTHYHO Cpesy)

VHpekc nponvdepaTBHoli akTvBHoCTU Ki 67 (BbINOSHSETCA
[0MONHUTESBHO K mccrienoBaHmo 08.19)

09. TMCTOJTIOIMYECKUME NCCNEOOBAHUA
MYICTOOMMUECKOE UCCTIE0BaHIE BUOMNCUIAHOTO MaTepriaria 6poHxoB (1

(hparmeHT, BCe rpenaparbl)

"cTONOrYecKoe 1ccrenoBaHyie G1ONCMIAHOIO MaTepurarna XeyaoK (ogHa
00/1aCTh)

ICcTONOrMYecKoe MccriegfoBaHMe 61ONCUAHONO MaTepriasia SIMAOoy3en
(oavH npenapar)

VCTONOrMYeCKoe mecriefoBaHve GUOMCUMAHONO MaTepViaria LLEAKU MaTKu
(Bce NpenapatbI NaLyeHTa)

VcTOMOrMyecKoe 1ccefjoBaHyie OrepaLoHHOro MaTepriana - fpyrve
[06pOKaYeECTBEHHbIE HOBOOGPA30BaHYISI KOXM, SIMOMa, aTepoMa U MpoH.
(Bcs1 onyxorb)

CTONOrMYECKOe MeCref0BaHe OMePaLIIOHHOTO MaTepuaria - KoHguwIoMa
(BCS1 OMyX0/b)

CTOMOrNYECKOe MCCrIER0BaHME OMEPALIMOHHOMO MaTepuaia - MarwuioMa
(Bcs1 onyxorb)

VcTONorM4YecKoe VccrefoBaHve OrepaLoHHOro Matepurasa -
MpeanosaraeMbie 3/10Ka4eCTBEHHbIE OMYXO/M KOXW, B TOM YKCTe HeBYyC (BCA
OryXosib)

VCTOMOrMYECKoe MCCriefoBaHVe GUOMTaTa KoK/

VIMMYHOMCTOXVIMMYECKOE 1CC/Ie0BaHVIE BIPYCHOMO MOPEdKEHVS CIIVBMCTOM
YKeyA04HO-KMLLIEYHOrO TpakTa (BYpYC SnLLmeiiH-Bapp, LToMerasioBrpyc,
BUPYC NPOCTOro reprieca 1, 2 Tmno.) (ogHa 06/1acTb)

"cTonornyeckoe mccneaoBaHve GuoncuiAHoro MaTeprasia KULLEYHMKA

MCTONOrMYECKoe MCCreaoBaHne COCKOB0B SHOOMETPUA

l"cToNornuecKoe mccrenoBaHve (0fHa SIOKaLYIS)
Acnvpat (cockob) 13 MosocTy MaTky (MUCTOMOMMYECKOE VCCTIEL0BAHVE)

[MCTOMOrMYECKOe UCCMEAOBaHE MPELCT: aTe/TbHOM Yeresbl Mo [nvccoHy

"CTOMOrMYeECKoe MCCea0BaHe OrepaLiyioHHOro Marepriana

24. UMMYHOI’MCTOXNMNYECKUWE NCCNEJOBAHNA
[Mpurotos/eHe CPE30B /1 UIMMYHOTCTOXVIMAYECKOIO U
TYICTOMOMMYECKOr0 VCC/efoBaHNA

MicTonornyeckoe vccnefosaHve 1- 3 brorraros
PeLierTopb| aHaporeHoB

PeLienTopb! 3CTPOreHOB Y MPOrecTepoHa

CD 16

CD20

CD 56

680
680

680

680

680

680

680

680

680

680

2 100

3800

1820

1820

1820

1820

1820

1820

1820

1820

1820

1820

1820
1820

1820
1820
1680

1960

720

2 960
1700
4300
2200
2200
2200

]

]

]

§ 5 88 3% 8 &

<7 pH

<7 mH

<7 mH

<7 [H

<7 oH

<7 OH

<7 pH

<7 pH

<7 pH

<7AH

<l4pH

<18pH

< 13pH

<13gH

< 13pH

<13

<13gH

<13gH

<13pH

< 13pH

<13gH

<13gH

<13pgH

<13pH

< 13pH
< 13pH

< 13pH

<13gH

<21 pH

<21 pH
<21 pH
<21 pH
<21 mH
<21 mH
<21 pH

/A08.20.000n

A098.09.011

A08.04.004

A08.22.004

/A08.06.001

/A08.00.000n

/A08.00.0001

/A08.00.000n

A08.30.028

A08.30.016

/A08.00.000

/A08.00.000

A08.09.001

/A08.16.002

/A08.06.003

A08.20.011

/A08.00.000

/A08.20.000

/A08.20.000

/A08.20.000

A08.30.046

A08.20.010

/A08.17.001 A08.18.001
A08.19.001

A08.30.023

/A08.30.006
/A08.20.002.001

A08.21.001

/A08.20.000

/A08.30.000

A08.30.046

/A08.30.000

A08.30.034
A12.06.001.004n
/A12.06.001.006
A12.06.001.004n



136

137

138
139

140
141
142

143

144

145

146

147

158

159

160

161

162
163

164
165
166
167
168
169
170

171

172
13
174
175

176

24.08

24.09

24.10

201
2412

2413
2414
2415

1001

1002

1003

1004

1005

1006

1007

lon

1012

1013

1018

10287

1020

1021

1022

1008

1009

10.10

1014

1017
1019

1023

1039

1040

1041

10.203

1042

1043

1044

1055

1056

1057

1058

1059

AnHTUreH HLA-DR (11 knacc)

KoMrieKcHOe MYCTO/IONMYECKOe MCC/efioBaHVie abopTyca (C ONpeesieHVEM

BUpYCOB reprieca 1,2,8 Tvnos, LvtomMerariosupyca UIMX-metognom,
YPOreHUTabHbIX MHAEKLMI IDST-MeTOA0M, OLIEHKOI SHAOMETPIS,
TpodobriacTa 1 V1aLIEHTapHOIO J10Xa)

P 16
P53
LiyrokepatiH 7

LiyrokepatviH 20
Ki -67
CD 138

10. BMOXMWNYECKWE NCCNTEAOBAHNA
Koarynonorus

AYTB (1 ecTb orpaH/yieHus no B3 TV 6/M)

MpoTpom6rHoBbIA MHAeKC (MTT) (1 eCTb OrpaHYeHst Mo B3TTUKO 6/M)

MHO (MexayHapoaHoe HopMa/IM30BaHHOe OTHOLLEHVE)(7 eCTb
orpaH1YeHus Mo B3 T 6/M)

PrBprHOreH (! ecTb OrpaHMyeHns rno B3ATUIO 6/Mv)
[-pmvep
Kparynérpcuma ‘... Y

Koarynorpamva-1 (MHO, IMTTU)(7 eCTb OrpaHyyeHrs no B3 TV 6/M)

Koarynorpamma-2 (AYTB, MHO, IMTIA, qmbpyHOreH) - CKPUHHT-
remocTasviorpamma (! ecTb OrpaH/YeHNs Mo B3TTVIO 6/v)

»CY6CTPATLILLLLUIFJW LWl ** - ) 'y
Buvpy6urH 06LLMIA

BuympybrH Npsivoin
BuvpybrH Henpsivoi
MomouwmcTenH
LcratmH C
KpeatvH/H
MoueByHa

MoueBas Kuc/oTa
O6MmeH 6enkoB
ANLOYMUH

Beriok o6LLyi

BenkosbE thpaxkuym (koath AT, al-, a2-, B-, X-r7o6y/mHbl, anboyMuH) -
MeTof, 3eKTpodopesa
O6MEH YINEBOAOB  weeeneee My ‘Mill my1

["nokoza

"eMorfi06uH rvKko3wpoBaHHbIi (HbAIC)

PpyKTO3aMVH
JlakTar (moriouHas kvicnoTa) ft=-20 Co1*
OO6MeH Mnnaos

AnonvnonpoterH A-1
AnonunonpotevH B
Tpurnmuepnab!
JivnonpoTevH (a), Lp(a)
XonecTepos obLLpiA
Xornecteposn-/IBI

Xonecteporn-JIHI
OO6MeH >Keresa
>Keneso CbIBOPOTOYHOE

YKene30cBs3bIBatOLLIpA CNIOCOGHOCTB SlareHTHasA (JDKCC)
YKene30cBs3bIBatOLLIA CNIOCOGHOCTL 06LLast (OXKCC)

TparccheppiH
DeppUTvH

"< 1AV ESi(* v

1700

6 100

2 600

2 600
3800
3800
3800
2600

165
200

200

180
900

360

580

150
150
260
1120
1150
160
140
140

150
150

270

125

450
320

420
350
150
380
150
180
180

180
220
280
380
380

g

§38 288

g

g

§ § § § 8 § 8 § 3§

g

g

g

§ 8§ 8 § 8 8 § 83838 §

g 8§ 8 8§ §

<21 pH

<21 pH

<21 pH
<21 pH
<21 pH
<21 pH
<21 pH
<21 pH

1H
1oH
1H
1pa

1pa

1pa

1M

1pa
1mH
1pa
1pa
<13gH
1pa
1mH

1

1pa
1/

1/

1M
1m
<5m
<5pH
<5pa
<5 gH
1ma
<5pa
1pa
1m

1mH

1m
1lpa
1pa
<5 mH

1lpa

A12,05.010

/A08.00.000

/A08.30.000
/A08.30.000
/A08.30.000

/A08.30.000
A08.30.038
/A08.30.000

A12.05.039

A12.05.027

A12.30.014

A09.05.050

/A09.05,051.001

BO3,005.006

AD9.05.021

/A09.05.022.001

A09.05.022.002

A9.05.214

A09.05.230

A09.05.020

A09.05.017

A09.05.018

A09.05.011

A09.05.010

A09.05.014

AD9.05.023

AD9.05.083
A09.05.102

A09.05.207

A09.05.250n

A09.05.251n

AD9.05.025

A09.05.027n

A09.05.026

A09.05.004

A09.05.028

AD9.05.008

A12,05.011n

A12.05.011n

AD9.05.008

A09.05.076



17
178
179

180

181

182

183

184

185

186

187

188

189

190

191

192
193

19
195
196
197
198
199
200
201
202

204

205
206

207

208

209

210

212

213

214

215

216

217

218

219

220

221

1024
1025
10288

1026

1027

1028

1029

10.206

1030

1031

1032

1033

1034

1035

10.36

1037
1038

10207
1049
1045
1046
1047
1048

10208

10209

10.106

10.107

1050

1051
1054

10210

10211

10212

1052

1053

1090

10.70

1068

1069

1074

1079

1086

1087

1065

1066

DepMEHTbI \ Wrld = fritit: 1 W omnm
AT

ACT
AT + ACT

Anba-1-aHTUTPUNCKH

Amnriaza o6LLps

Aviasa naHKpeaTnyecKkas

Mamva-TTT1

rnar- (rnyramatgeruaporeHasa, GLDH)
KpeatuHkumHaza (KK, KPK)

KpeatvHkuHaza MB (KK-MB)

Jvnaza

JNakTatgerngporeHasa (J14I)
JakrargernaporeHasa -1,2 (JIAr-1, 2, rmapokevbyTupaTaernaporeHasa)
Ocra3a (thochaTasa LLeodHas KocTHasd) [t=-20 COp*
XonuHacTepasa (MCceBAOX0/MHACTePasa)

docharasa Kucrast

doctharasa LLeoHHasA

PeBMaTOMAHbIE MapKepb! 1 crieLl.6enku
Anbha-2-Makporio6ynvH

A-C/IO + CPB + PO

AHTU-CTPenTo/M3nH-0

PeBvaTonaHb I (hakTop

C-peaKTviBHb I/ 6e/10K

C-peaKTViBHbI/ 610K yrbTpauyBCTBUTE/bHBIA (hSCRP)
JIambaa-Lien MMyHOTI06y/IMHOB ChIBOPOTKE
Kanna-Leny mMyHor106y/IvHOB B CbIBOPOTKE
KoMM1eMeHT, acTepasHbIi HrbuTop C1 o6t
KomriemeHT, acTepasHbiin uHrvbumop CL dyHk, [t=-20 OO
Bernkv ocTpoi hasbl M NOBPEXKAEHWS TKaHN
Anbha-1-KucrbiA rmkonpoTenH (Cepomykona)
["arrror/i06vH

LlepynonnasmmH
Benku - Mapképbl MHeKUmiA I
HeorrepyiH (auarHocTViKa BUPYCHBIX MHAEKLMIA, TyOepKyie3a)

MPOKaNLLTOHVH (AyiarHOCTUKA G6aK MHAEKLMIA, cerncmca)

Benku- MapKEpbl CepagyHoN fesTeNbHOCTY - .

NT-npoBNP (N-TepM1HasIbILLIA MO3rOBO HATPMIAYPETUHECKWIA MPOMenTAL)

Mwviornio6uH

TponoHuHI

AneKTPONMTbI Y MAKPO3NIEMEH T b
Kanmii (K) + Harpuii (Na) + Xnop (CL)
KanbLii voHvzvpoBaHHbIA (Ca2)
Karwii (K)

Kanbupii (Ca)

MarHuii (Mg)

Harpuii (Na)

®oochop (P)

Xnop (C)

HeopraHunyeckue coenHeHns n

AnmomnHni (Al) [t=-20 QO*
Bop (B) [t=-20 COF*

150
150
300

480
180
210
150
250
250
280
250
190
190
1530
180
180
150

750
750
280
280
280
460
1860
2530
480
2300

780

480
520

1460
860

2 100

620
720

600
320
220
180
180
220
180
180

950
950

8 8 83§ §8 8383 338 88 & §888¢%
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g

g

g

g

g § § §8 8§ 8 8 8 g8

g

g

1H

1
1mH

<5 gH
lm
1mH
1mH
<5mH
1mH
101
<5 H
1aH
<50H
<5 gH
<5 H
<5 oM
1H

<13 gH
1H
1H
1H
1
<5 gH
<6 gH
<6 oH
<5 H

<184H

<5mH
<5 mH
<5 gH

< 18pH

<6 oH

<6 oH

<5mH

1mH

1mH
1mH
10H
1aH
1aH
1
1

1mH

<14pH

<14mH

AD9.05.042
AD9.05.041
AD9.05.041 AD9.05.042

AD9.05.073
AD9.05.045
A09.05.180
AD9.05.044
/A09,05.000n
AD9.05.043
A09.05.177
AD9.05.173
A09.05.039

/A09.05.039.001

/A09.05.000

A09.05.174

/A09.05.000n
A09.05.046

A09.05.241

A12.06.015 A12.06.019
A09.05.009

A12.06.015
A12.06.019
A09.05.009
A09.05.009
/A09.05.106.0001
/A09.05.106.005
/A09.05.106.0001
/A09.05.106.0001

A09.05.109

A09.05.079
A09.05.077

/A09.05.000n

A09.05.209

A09.05.256

/A09.05.006

A09.05.253

AD9.05.031 AD9.05.030
A09.05.034

A09.05.206

AD9.05.031

A09.05.032

A09.05.127

A09.05.030

A09.05.033

A09.05.034

A09.05.266

AD9.05.265



222

223

224

225

226

227

228

229

230

231

232

233

234

235

236

237

238

239

240

241

242

243

244

245

246

247

248

249

250

21

252

253

254

255

256

257

258

259

260

261

262

263

264

265

1067

1071

1072

1073

1075

10.76

1077

1078

1080

1081

1082

1083

1084

1085

1088

1089

10213

10214

10215

10216

10217

10218

10219

10220

10221

10222

10223

10224

10225

1026

10227

10228

10229

10230

1091

1092

1093

1094

109%

1096

1097

1098

109

10.100

Kagmuii (Cd) [t=-20 QO*
Ko6anbT (Co) [t=-20 COJ*
Kpemnuia (Si) [t=-20 QO
Jvmii (L) [t=-20 QOp*
Maprarey, (Mn) [t=-20 CO*
Menk (Cv) [t=-20 QOF*
MonnbgeH (Mo) [t=-20 COF*
MbILLBSIK (As) [t=-20 QO*
Hukens (Ni) [t=-20 COp*
PTyTb (Hg) [t=-20 OO
CauHey, (Pb) [t=-20 CO*
CerieH (Se) [t=-20 CO]*
Cypbma (Sh) [t=-20 QO
TuraH (Ti) [t=-20 CO*
Xpom (Cr) [t=-20 COF*
LipHk (Zn) [t=-20 CO*

HeopraHnyeckue coenHeHVA B BOIOCAX

AntioMyHWIA (AL) B Boriocax
Bop (B) B Bosocax

Kagmuii (Cd) B Bonocax
Ko6anbT (Co) B Bosocax
KpemHwia (Si) B Borocax
JWmniA (Li) B BOsocax
Maprarey, (Mn) B Bosiocax
Megpb (Cv) B Bosocax
MonmbaeH (Mo) B Boriocax
MbILLBSK (AS) B BOsiocax
Hukens (Ni) B Boriocax
PryTb (Hg) B Boocax
CauHey, (Pb) B Borocax
CereH (Se) B Bosiocax
CypbMa (Sb) B Boriocax
TuraH (Ti) B Bosocax
Xpom (Cr) B Bosocax

LipHK (Zn) B BOsocax

BrvTamVHbI 1 >KUpHble KUCIOTh! =

ButamuH B12 [t=-20 CO*

BuramnH B9 (thonveBasn kuenota) [t=-20 COp*

BurtammH A (petvHon) [t=-20 CO*

BuramuH B1 (TviammnH) [t=-20 COP*

BuramunH B5 (naHToTeHoBasA KucroTa) [t=-20 QOp*
BuramunH B6 (nuprpgokenH) [t=-20 CO*

BuramnH C (ackopbuHoBas kucrota) [t=-20 CO*
BuramvH D 06LLmii (25-rmapoKenKaribLmdeporn)

BuramunH E (Tokodepon) [t=-20 COp*

BuramuH KL (cwnnoxmHoH) [t=-20 QO*

TAXENbIE METANbI, MMKPO/NIEMEHTBI (Macc-

950
950
950
950
950
950
950
950
950
950
950
950
950
950
950
950

950
950
950
950
950
950
950
950
950
950
950
950
950
950
950
950
950
950

580

780
2100
2100
2 100
2100
2100
1380
2 100
2100

8 8 8§ 3 3 83 8 83 8 8 8 8 8 8 8 g

§ § 8§ 8 § 3§ 8 &8 8 8 8 8 8 & &8 8§ & 38

§ 8 8 § 8 8 8 §8 & 3§

<14pH
<14 pH
<14mH
<14 pH
<14mH
<14pH
<l4pH
<l4pH
<14pH
<l4pH
<l4pH
<14 gH
<l4pH
<l4pH
<l4pH

<14pH

<14pH
<14pH
<14mH
<14pH
<14pH
<4pH
<4pH
<4pH
<14pH
<14pH
<l4pH
<l4pH
<l4pH
<14pmH
<14pH
<144
<14pH

<14pH

<8 gH
<8 oH
<158H
<158H
<15pH
<15pH
<15pH
1mH
<15pH

<15mH

AD9.05.278

A9.05.271

A09.05.267

A09.05.086

A09.05.270

A9.05.273

A9.05.277

A9.05.275

A09.05.272

A09.05.280

AD9.05.281

A09.05.276

A09.05.279

A09.05.268

A09.05.269

A9.05.274

A09.01.012

A09.01.011

A09.0L024

A09.01.017

A09.01.013

/A09.01.000n

A09.01.016

A09.01.019

A09.01023

A09.01021

A09.01.018

A09.0L026

A09.01.027

A09.0L022

A09.01.025

A09.01.014

A09.01.015

A09.01L020

A12.06.060

/A09.05.080

/A09.05.000n

/A09.05.000n

/A09.05.000n

/A09.05.000n

/A09.05.000n

AD9.05.235

/A09.05.000n

/A09.05.000n



266

267

268
269

270

271
2712

273

274

275

276

2mn

278

2719

280

281

282

283

284

285

286

287

288

289

290

201

292

293

294

10231

10233

10234
10236

10237

10238
10240

10249

10250

10251

10252

10253

10254

10255

10256

10101

10102

10.103

10104

10.257

10258

10.108

10109

10259

10110

1060

1061

1062

1063

~.M/wyHblii cTaTyc 2L éLL Ll *ncegpBaHusa 1

KOMrM/IeKCHb I aHavi3 KPOBW Ha Harinuvie TSHE/TbIX METEVVIOB 1
MMKPO3/IEMEHTOB (23 rokasarens, Metog VICTHFMCO): L, B, Al, Si, Ti, G,
Mn, Co, Ni, Cn, Zn, As, Se, Mo, Cd, Sb, Hg, Pb + ctaHgapt Mg,Ca, Fe, K
Na [t=-20 Q01

Komr/ieKCHb I aHas i3 BOIOC Ha HasivHe TSKEbIX METasIioB U
MUVKPO3/IeMeHTOB (23 riokasatenis, Metog VICTHFMC): L, B, K, Na, Mg, Al
Si, Ca, Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sh, Hg, Pb
AMUWHOKNCNOTbI 1 apyrue MeTabonnThl

AMUHOK/CTIOTBI B K0oBM (12 rokaszareneit, MeTog BIYKX-MC)
L-KaOHUTWH CBOGOAHB I B Kpoy (MeTog BOXKX-MC)

L-KapHWTVH 06LLIM B KpoBw (MeTog BOXKX-MC)

L-KapHUTVH CBOBOAHDIN 1 06y B KpoBm (MeTog, BAXKX-MC)
AMVHOKVCIIOTbI M aLTKPHUTVHBI B KDOBY
(42 nokazarenalmetog BaXKX-MC)

AHTUNOKCMAAHTHBIN cTaTyC
MarioHoBbIA avianbaerug, [t=-20 QOp*
KosHaunm Q10 [t=-20 COF*
[nyTatvioH

8-OH-/1e30KCMryaHosvH, [t=-20 QOp*

OueHKa OKCUAATUBHOTO CTpecca (KOMIUIEKCHOE MCCIe0BaHIE): KO3H3VIM
Q10, BuTamvH E, ButamuH C, 6eTa-KapoTyH, /yTaTVIOH, MasioHOBb I
vianbgerng, 8-OH-ae30KenryaHosvH (Metog BIXKX-MC)

11. MMMYHONOI MYECKME NCCNEAOBAHUA

Cybronynauym mMMouMToB (KOMIJIEKCHOE UCC/ieoBaHYe): obLLge
KO/IMYECTBO /IEAKOLMTOB W MoLmToB, T-rivdouptsl (CD3), T-xennepb!
(CD3+CD4+), T-uproTokendeckvie (CD3+CD8+), "'ayonb'*-KreTkn
(CD4+/CD8+), B-nmdoupbl (CD19+), ectectBeHHble kiepbl (NK-
KeTkn CD16/CD56), T-kwiepb! (T-NK-kreTku CD3+CD16/CD56) (:
€CTb OrpaHVyeHVIst Mo B3 T 6/M)

DaroumTos (haroLmTrpyHoLLye rpaHyrioLMTbI, MHAEKC daroupmToza dF,
(haroLMTVpyIOLLYE MOHOUMTBI, MHAEKC dharouptoza dM) ¢ ecTb
OrpaHNYeHIs 1o B3 T 6/M)

KneTo4HbI MMMYHUTET (KOMI/IEKCHOE VCCTIeI0BaHVIe): CyoromyisLyjmn
JIIMADOLIMTOB 1 (haroLMTo3 (1 eCTb OrpaH yeHns Mo B3ATUIO 6/M)
VIMMyHOr06yIMHb! =

immyHornobyivH A oLl
VivmyHornobyivH M obLupia
immyHornobyrivH G oLy
VivmyHornobyvH E o6Lupia

VIMMyHO3MEKTPOOPE3-CKPUHMHT (AMdhepeHLMPOBKa ravManaTun: Nisveia-
LienK, Kana-Lieny MMMYyHOT 106y IHOB)

VIMMyHO371EKTPOCIOPE3 (KOMIMIEKCHOE VCCTIEAI0BAHME) C KOMAYECTBEHHBLIM
OrpezesieHNeM: BK/IOMAET AVXEPEHLIMPOBKY FavManaT v NsiMOda-LIeni,

Karna-Leny UMMyHOr7106yIMHOB 3/1eKTPOOPETUHECKU (MMMYHOMKCALINS)
+ KOnm4ecTBeHHoe onp; VimmyHornobynvHel 19G, 1gM, 1gA

LKw cucTema KomniemeHTa
C3 KOMIMOHEHT KOMI/IeMeHTa

C4 KOMIMOHEHT KOMIIEMEHTA

MymopasbHb I IMMYHUTET (KOMIIEKCHOE MCC/TIEI0BAHYE):
BK/THOHaeT C3 KOMMOHEHT KOMIieMeHTa, C4 KOMIMOHEHT KOMITIEMEHTA,

UMMyHOr1I06yrMHBI IgA, 1gM, 19G, IgE, umpKyvpytoLLye UMMyHHbEE
komriekeb! (LIVIK - Clq) , C-peakTviBHbIA 6e/10K

LivpkynvpytoLLye MMyHHble KOMTiekebI (LK)
VHTepneiknHbl b

WHTeprelikvH 1b
VHTepnelikvH 6
VHTepnelikvH 8

WHTepnelikvH 10

4 600

4 600

4770
3000

3200

4 800
6 500

3600
4200
3600
3600

14 200

4 600

3000

7600

260
260
260
320

2800

8200

560
560

2 100

870

1620
1620
1620
1620

5§ 8 88 8
R EE

8

g

g § § 8

<14pH

<l4pH

<13pH
<13mH

<13mH

<13gH
<13gH

<13pH
<13gH
<13

<13pgH

<4pmH

<M

<un OH

<M

< Bm

SMH
< 5MH

<1 M

<6MH
<64H
<6MH
<6MH

/AAD9.01.008.001

/AA09,01.008.001

B03.016.025.001
A09.05.294

/A09.05.262.001

AD9.05.263
B03.016.025.001

A09.05.192

A09.05.258

A09.05.259

A09.05.260

/A09.05.000A

A12.30.012.005

/A12.30.012.000n

/A12.30.012.000A

/A09.05.054.002

A09.05.054.003

A09.05.054.004

AD9.05.054.001

/A09.05.000A

/A09.05.000A

AD9.05.075.001

A09.05.075.002

BCB.002.002

A09.05.074

A12,05.000n

A12.05.000A

A12.05.108

A12,05.109



295

296

297

298

299

300

301

888 8

306

307
308
309
310
311
312
313
314

315

316

317

318

319

320

322

323

324

325

326

327

328

10262

10.263

10264

10.265
10.266
10.267
10.268

10270
10271
10272
10273
10274

10275
10.276
10277
10.278
10279
10.280
10281
10282

no
ne
1103
1106
11.06
1107
1108
11.09
1110

nn

1112

119

1114

1115

VIMMyHHB I CTaTyC (KOMIUIEKCHOE MCC/IeR0BaHIE): Cyornomnysuym
JMG)OLIMTOB, MOKasaTe v ryMopasibHoro MvvyHuTeta (C3, C4
KOMIOHEHTbI KOMIVIEMEHTa, MMMyHOT/100yuHbI IgA, IgM, 1gG, IgE, 6200 Kon
LMPKY/IPYHOLLYVE UMMyHHbEe Komriekebl (LIVIK - Clq), C-peakTvBHb I
6e/10K (! ecTb orpaHMYeHMs Mo B3ATUIO 6/M)

VIMMYHHBIA CTaTyC - pacLLpeHHbIA Npodwib (KOMIUIEKCHOe
1ccrenioBaHe): CyornonynaLmm MMMGOLTOB, (haroLmTos, NoKasarem
rymopasibHoro vvmyHuTeTa (C3, C4 KOMIMOHEHTLI KOMIVIEMEHT,

K
UMMyHorI06ynvHb1 IgA, 1gM, 19G, 1gE, LMpKynvpytoLLIvie UMMyHHb e 8800
komrriekcbl (LIVIK - Clq), C-peakTviBHbI 6e/10K) (! eCTb OrpaHuyeHis Mo
B3ATUIO 6/M)
VIHTephepoHOoBbIA CTaTYC-KOMMIEKCHOE UCC/e0BaHVe
VHTEPChepOHOBb I CTATYC (KOMIVIEKCHBIA aHasIvg): CbIBOPOTOHHb I
VHTePEPOH, CMOHTaHHbIA HTepdepoH (VdH-arbtha), CrioHTaHHbIA 3000 o
VHTepdepoH (VIPH-ramvia), HayLmpoBaHHbIA arnbia-1dbH,
VHAYLMPOBaHHb I ramma-lIPH (1 ecTb orpaHiyeHns Mo B3 T 6/v)
UyBCTBMTENLHOCTb K MHAYKTOPaM SHA0reHHOro MHTepdepoHa
(pononHUTeNLHO K uccneposaHuio 10.264) L L
LIMKnohepoH® (! eCThb OrpaHiueHs Mo B3ATUIO 6/M) 720 ton
Heosvip (! eCTb OrpaHUueHys Mo B3ATUIO 6/M) 720 o1
AMUKCUH® (! €CTb OrpaHHgHUs 1o B3TTUIO 6/M) 720 ton
Karonen® MecTb OrpaHNYeHus Mo BTV 6/M | 720 o1
® - nreranarbL paspeLLeHHbe K MPYMEHEHWIO V ETei
UyBCTBMTENLHOCTH K MpenapaTam HTepdepoHa (40NoMHNTENbHO K
uccnegosaHuio 10.264)
VHTPOH (! eCTb orpaHnyieHuns Mo B3 T 6/m) 720 1
PodpepoH (! ecTb orpaH1yeHs Mo B3 TUIO 6/M) 720 101
WHrapoH (ramviadbepoH) (! ecTb orpaHiyeHnst Mo B3 TV 6/M) 720 101
PeasibaypoH (! ecTb orpaHUyeHns Mo B3ATUO 6/M) 720 Ko
PeadpepoH (! ecTb orpaHmyeHns no B3A TV 6/M) 720 101
UyBCTBMTENLHOCTH K UIMMYHOMOZYNATOpaM (4ONONMHATENBHO K
uccnegosaHuio 10.264)
VivivyHan (! eCTb orpaH1yeHys no B3 Tuio 6/m) 720 K1
TMOMMOKCHAOHMIA® (\ eCTh OrPaHIUEHMS M0 B3ATUIO 6/M) 720 ton
anasuT (! eCTb OrpaHNYeHIA Mo B3ATUIO 6/M) 720 o1
VMmyHO®DaH® 1 eCTh OrpaHHeHst Mo B3TTUIO 6/M) 720 o
VIMMyHOMaKC® MecTb OrpaHnYeHVst 1o B3TTVIO 6/M) 720 lon
JInkonua® (\ eCTb OFPaHUYEHVS MO B3TTIO 6/M) 720 ton
T-aKTVBVH® 1! CTb OfPaHUYEHS MO B3TTVIO 6/M) 720 ton
TUMOreH® M eCThb OrOAHVNYEHSA N0 B3TTUIO 6/M) 720 ton

(B) - rtoenanaTbl. paspeLleHHble K NMPYMEHEHWNIO y aeTell

12. TOPMOHAJIbHbLIE NCCJIEOBAHNA n CMEUMOUNYECKWME BENTKA

AHTUTENa K peviertropy TTT (@HTK-pTTT) 1200 KJ1
AHTUTENA K TUPEOrobynHy (ATT) 400 * won
AHTUTENA K TUpeonepokenaase (ATT1O) 380 ¥ o
TupeoTpOnHb I/ ropmoH (TTT) 200 * on
TupokenH (T4) 320 ' on
TWPOKCVH CBOGOAHb IV (CBT4) 320 on
TpuitogTVpoHuH (T3) 320 F ko
TpUIAOLTMPOHUH CBOGOAHL I (CBT3) 320 % on
Tuipeor/io6yrvH (TT) 530 ¥ on
TeCT MOr/OLLEHNS TYPEOMAHBIX MOPMOHOB 450 xon
DYHKLMA PENPOAYKTUBHOM CUCTEMbI < - e < -

17-OH-MporectepoH ( 17-OH-TMpr) 480 Kon

CreponaHbIii NPoqwIb CyTOHHOM MOUM (KOMIVIEKCHb I aHarz 17-

KETOCTEPOUZOB): aHAPOCTEPOH, aHAPOCTEHAMOH, Aerapo3NaHIpOCTEPOH, 2300 xon
3TVIOX0aHO/T0H, 3NMaHAPOCTEPOH

AHOPOCTEHAVOH 850 xon
AHIPOCTEHAWON IIKOKYPOHWE, [t=-20 COP* 1400 xon

<UpgH

<UpgH

<20 pH

<20 gH
<20pH
<20 pH

<20 gH

<20 gH
<20 pH
<20 gH
<20 gH
<204H

<20 H
<20 gH
<20 gH
<204H
<20 gH
<20 gH
<20 gH
<20 gH

<6 mH
1on
1pn
1pn
1
1
1pn
1
1mH

<5pH

<5pH

<13 gH

1

<13pH

A09.05.074n
/A09.05.075.001n
/A09.05.075.002n

A09.05.074n
/A09.05.075.001n
/A09.05.075.002n

/A09.05.000n

/A09.05.0001

/A09.05.000n

/A09.05.000n

/A09.05.000n

/A09.05.000n
/A09.05.000n
/A09.05.000n
/A09.05.000n
/A09.05.000A

/A09.05.000n
/A09.05.000n
/A09.05.000n
/A09.05.000n
/A09.05.000n
/A09.05.000n
/A09.05.000n
/A09.05.000n

A12.06.046

A12.06.017

A12.06.045

AD9.05.065

A09.05.064

AD9.05.063

A09.05.060

AD9.05.061

A09.05.117

/A09.05.000n

A09.05.139

A09.28.036

A09.05.146

A09.05.147



329

330

331

332

333

335

336

337

339

A1

342

346

347

349

350

351

352

354

356

357

358

359

360

361

362

363

364

365

366

367

368

369

370

1116

117

1118

1119

1120

na

n2

nz

124

nxs

1126

127

128

1no

192

1193

1130

nA

n3

1.3

133

n3:4

1.3b

1%

1136

137

1.3

1139

1140

n4a

119%

144

1.4

1146

1147

1148

1149

1150

151

1152

1153

n

AHTVMIO/IEPOBCKUA FOPMOH

"nobynvH, CBA3bIBAMOLLA MOJIoBbEE FopMoHbI (ICI)
JvrnapotectoctepoH (DHT)
JervaoposnviaHapoctepoHa cynsdar (DHEAS)
VHrvévH B

JaTenH3VpyroLLA ropvoH (JTT)

MponaktvH (Mpr)

MponakTH-Makpo (M-Mpn) + MponaktvH (Mpr)
MporectepoH (Mpr)

TecTocTepoH 06LLyiA (TecT)

TecTocTepoH cBOGOAHBIN: TecTOCTEPOH 061, MCII, anb6yMuH, MHAEKCHI

€B06GOAHOMO TECTOCTEPOHA
DOVMKYOCTUMYTIPYHOLLMIA FOPMOH (DCT)
Sctpaavon (E2)

DYHKUMS MapallyIToBMaHO >KeNe3bl M MeTab0MM3r KOCTHON TKaHM

Kanb oy [t=-20 COp*

Mapkep hopMMpoBaHst KOCTHOrO MaTprkca PINP (N-TepMyHarisHbIA

MpOnernTUg NPoKo/ViareHa 1 Tvna)

OnmmromMepHb I MaTprKCHb I 6e1oK XpsiLLia (COMP) (viapkep
PeMOpENMPOBaHYIS CyCTaBHOMO XPSILLR; Ayiar HOCTVIKA 0CTe0apTpo3a)

MaparropmoH (ITTT)
C-KoHLEBb e TenonenTuabl KorriareHa (P-Cross Laps)
OcTeokarbiiaH [t=-20 CO*

DyHKUMSA NOA>KENY[0HHOW >Kenesbl U AyarHocTuKa ayabeTa
AHTUTENA K MHCYNMHY (IAA)

AHTVITENA K BeTa-KIeTKaM NofpykeTyA04HON »xenesbl, [t=-20 QOp*
AHTUTENA K rNyTamaTtiekapbokenase (a-GAD), [t=-20 CO*
WiHeynuH (MPA)

HOMA-IR: 1/1H0K038, VHCY/IMH, UHOEKC VHCY/IMHOPE3VICTEHTHOCTU
MponHeyvH

C-nermug,

DYHKLMS TMnodim3apHO-HaMNOYeYHKOBOM CUCTEMBI
AIPEHOKOPTUKOTPOMNHBIA ropMoH (AKTT) [t=-20 CO*
AJbOOCTEPOH

Koptuzon (K)

KopT1301 B CyTO4HO Moue

PeHvH
ComaTOoTpOMNHas hyHKLMSA rynodmsa
ComaromMeauH C (MHc.nog. dakrop pocta |, UMNdP-1), [t=-20 Gop*

ComatoTporHb I ropmoH (CTT)
CvMnaTo-aapeHanosas cucTema
ALpeHanH B CyTOUHOI MOYe

BaH/WMIMMHIaIbHas KUCOTa B CYTOHHOM MOYe

MictamvH [t=-20 COP*

lCTaM1H B CYTOUHO MOYe

JothaMnH B CyTOUHOM Moue

CepoToHVH [t=-20 COf*

CepOTOHVH B CyTOYHOI MOYe

MeTaHedyprHbI 06LLYE (CBOBOAHDBIE U CBSA3) B CyTOHHOM Moue

MeTaHeghprHb1 CBOGOAHbIE B CYTOYHOI MOuYe

1050
380
1200
340
1020
320
320

320
320

320
350

730

1625

3200

650
630
650

1200
1500
1200
450
620
950
380

650
650

650
1050

1350
450

980
1350
1350
1350
1350
1350
1350

950

950

1mH
1H
<7 pH
1mH
<7 [H
1mH
1mH
<8pH
1mH
1H
1mH
1mH

1aH

1aH

<6 OH

<18pgH

1mH
<6 gH

1aH

< 13pH
< 13pH
< 13pH
1mH
104
<25 pH

1aH

1H
<6 oH
1mH
<5 mH

<13pH

<5 gH

1mH

<8pg
<13 gH
<13gH
<13mH
<8pa
<13pH
<13gH
<13mH

<13gH

AD9.05.225
A09.05.160
A09.05.150
A09.05.149
AD9.05.203
AD9.05.131
A09.05.087
A09.05.210A
AD9.05.153
AD9.05078

/A09.05.078.001

A09.05.132

A09.05.154

A09.05.119

/A09.05.000n

/A09.05.000A

A09.05.058
A09.05.222

A09.05.224

A12.06.039
A12.06.020
A12.06.0001
A09.05.056
/A09.05.000n
/A09.05.0001

AD9.05.205

paveloctosys
A09.05.069
AD9.05.135
/A09.28.000n

A9.05.121

A09.05.204

A09.05.066

A09.28.034n
A09.28.040
AD9.05.085
AD9.28.085

A09.28.034n
A09.05.124

/A09.28.000n

/A09.28.034.001

/A09.28.000n



371

372

373

374

375

376

377

378

379

380

381

8

g

8

386

387

389

390

391

392

393

3%

3%

39%

397

398

399

401

402

&2

407

408

1155

1156

1157

1158

1159

1160

1161

1162

1163

1ne

1165

1166

1167

1170

n7n

11.100

n7s

174

n7n

1176

nm

17

1180

nsi

11.82

1183

184

1186

197

1187

1198

1188

1189

11911

1190

HopapgpeHanH B cyTO4HOl Moue
HopmeTaHethprHbI 06LLVE (CBOBOAHDIE U CBS3aHHbIE) B CYTOYHOM MoYe
HopmeTaHethprHbI CBOGOAHBIE B CyTOHHOM MOYe

5-OKCMHAOYKCYCHas KUC/IOTa B CyTOUHOIA MoYe
["acTponaHens

[acTpuH-17 6azarnbHbIA [t=-20 QOF*
MencyHoreH | [t=-20 QO*

MencyHoreH 11 [t=-20 QO

["OpMOHbI, perynmpyoLLme spuTpornoas **
SpUTPOMoITUH

"OPMOHbI >KVPOBOA TKaHW

JlervH

MOHVTOPUHT 6epeMeHHOCTY U he TOMapKepb!
a-eToripoTenH (APIT)

B-XOPVIOHNYECKUIA MOHaR0TPOMVH CBoBoAHBLIA (B-XIY cB.)

XOpMOHUYECKIIA FOHaROTPOMNMH (XITY)

Mna3veHHbIA BeoK, accoLl, ¢ 6epemeHHoCTHIO (PAPP-A)

MnaugHTapHbIA nakToreH (MUT)

cTprion cBoboaHbIN (cB.E3)

MpeHaTanbHbIA CKPUHUHT TPUCOMUIA

PRISCAI TpumecTp 11-13 Henenst: npeHaTasibHbIA CKOYHVHT TRVICOMIIA:
PAPP-A, B-XI'Y cB. Mpy HanpasieH NpWioKUTb AHKETY C 3aK/HOHEHEM
rYHeKosora v fiaHHbIMK Y31 KTP, TBIT (Mw).

PRISCA 1l TpivecTp 16-21 Hemenst: MpeHaTasibHbIA CKPUHVHT TRVICOMIAIA:
AP, actpuron ¢, XI'Y. Mpy HanpaseH M NPWIOHUTL AHKETY C
3aK/THOHEHVEM MYHeKorora U faHHeIMm Y3W1: KTP, TBIT (Mw).
ASTRAIA anst npotokona FAVIF: BUOXVIMUHECKUI CKPMHMHI 6epeMEHHOCTA
| TpuvecTa: PAPP-A, B-XI'Y cB. [MpyioxuTb AHKETY MHeKosora.
BbiiaeTcs 6e3 rpatika 1 3aKoHeHns Bpadia.

OHKO/OrM4eCKme MapKepbl pas/ivyHON NoKaMsammm

B2 -MuKporo6yvH
NSE

SCC

UBC Il (vapkép paka MoYeBoro ry3bIpsi) B MoYe
Berok S-100

POA

CA- 153

CA- 125

CA- 199

CA- 242

CA-T724

CeKpeTopHb Il 6erok 4 snmamuamvnca (HE-4)
MHpeke ROMA: onp. pricka passuTus ornyxorm sydHnkos (HE4 + CA 125)

PparveHTbl uyTokepatiHa 19 - CYFRA- 21.1

JyarHocTvka MviesiomHol 6oresHn:  VivivyHoriobyinHbl 1gG, IgM, 1gA,

IgE; MapanpoTenHbl B CbIBOPOTKE 1 B MOHe (MMMYHOS/IEKTPOOpE3); Kanna
1 MAMBA Nerkve Lieny UMMyHOTI06Y/IMHOB B ChIBOPOTKE (KOSAY.)

Mapkepbl NpeAc TaTeNbHOM >Kenesbl
MCA obLyin

MCA 06wy + MCA cBo6oaHb I
MCA cB0o60AHb I (f03aKa3)

MpocTaTnueckas Kucras ocarasa (PAP)
13. NTHOEKUMNOHHAA JUATHOCTUKA

Be3 Bbifauu cepTutmkata Ha rpaxaaHcTBo, BU3bl, TPYZOYCTPOICTBO

980
950
950
1350

1200
1200
1200

780

720

450
400
650
650
430

1100

1200

1500

720
1020
1050
1420
2020

520

580

520

580

720

820
1650

2100

820

6 200

390
780
390
390

<8pﬂ.
< 13pH
< 13H

< 13H

<13 gH
<13mH

<13mH

< 10H

<7 mH

101
1mH
1H
1H

< 18 H

1mH

<4 pH

<4 mH

<7mH

10H
<6 oH
<6 oH
< 13pH
< 5H
1H
1
1
1
<70H
<7 [H
<6 mH

<6 oH

<6 oH

< 18pH

1mH
1H
1

1H

A09.28.034A
/A09.28.034.002
/A09.28.000n

A09.28.042

A09.05.057
/A09.05.000A

/A09.05.0001

A09.05.082

A09.05.159

A09.05.089
A09.05.000
A09.05.090
AD9.05.161
A09.05.249

A09.05.157

B03.032.002n

B03.032.002n

B03.032.002n

AD9.05.245
A09.05.246
AD9.05.298
/A09.28.000n
A09.05.219
AD9.05.195
AD9.05.231
A09.05.202
AD9.05.201
AD9.05.232
A09.05.200

/A09.05.300

/A09.05.202, AD9.05.300

A09.05.247

/A09.05.000A

A09.05.130
/A09.05.130 A09.05.130.001
/A09.05.130.001

AD9.05.175



410

411

412

413

414

415

416

417

418

419

420

422

423

424

425

426

4217
428
429

431

8

&

435

436

437

439

441

451

452

1201

1202

1203

204

1206

1207

1208

1209

1210

»n

1212

1213

1214

1215

1216

1217

1218

1219
220
22

22

223

1224

1227

1228

1310

13.11

1312

1319

1320

1321

1312

1322

1323

13231

13232

13233

13234

13235

13236

1324

1325

1326

'enB (HBsAg)+renC (aHC\U8M/0)+Cudmnimc (PMI) - (nacropTHbe

[laHHbIE)
enB (HBsAQ) + IenC (aHCV-1gM/G)

I T Wn*nunacHoM LW e gaHHble, *

BWY - aHTUTeNa 1/2 + aHTureH p24

BWY nogreepxaatoLLpii TecT

FenaTuT N

Bupyc renatura A - aHtutena Ig M

Bupyc renatura A - aHtutena lg G

W, TenaTuTB . ccoeevrrerenen. ™ * n 7 " ' T f

HBsAg (enatut B)

HBsAg nogTeepxaatoLLmiA TecT

Anti-HBsAg KO/TMYECTBEHHO ("enatvT B)
HBeAg (Menatut B)

Anti-HBeAg (lenatuT B)

Anti-HBcoreAg -IgM (enatut B)
Anti-HBcoreAg -1gG (Menatut B)

Bupyc renatura B (HBV) - MUP

Bupyc renatura B (HBV) KONNYECTBEHHO - MNUP
lenaTur C o - .
Anti-HCV-1gM/1gG (enatut C)

Anti-HCV-IgM/IgG noaTBepXaatOLLIA TeCT
Anti-HCV-IgM (Fenatut C)

Anti-HCV-core, -NS3 , -NS4 , -NS5 -IgM/G - 4 nokazarens (lenatur C)

Bupyc renatura C (HCV) - MNUP
Bupyc renatura C (HCV) KOTMYECTBEHHO - MUP
Bupyc renatvra C reHotunvposaHve (1a, 1., 2, 3a/B) - MNLP

Bupyc renatuta D (HDV) - aHTUTeNa CyMM.
Bupyc renarura E - IgM

Bupyc renatvra E - 1gG
"epriecBrpycHasn HMeKLUMA
Bupyc npocToro reprieca 2 Tvna - aHtresa lg M

Buipyc npocToro repreca 2 Tvina - aHtirena lg G

Bvpyc npocToro reprieca 2 Tvna - aHtvmena lq G aBnaHoCTL
Bvipyc npocToro reprieca 2 Tvna - AHT1reH PU®D

Bupyc npocToro reprieca 1/2 Tvna - aHtutena lg M

Bupyc npocToro repreca 1/2 Tvna - aHtUTena lq G

Bupyc npocToro repneca 1/2 Tvna - aHtuTena lq G aBugHoCTbL
Bupyc npocToro repreca 1/2 Tvina - AHK (KpoBb)

Bupyc npocToro repreca 1/2 Tvina - AHK (cocko6)

Bupyc npocToro reprieca 1/2 Tvina - AHK (cockob 113 BriaranmLLg)
Bupyc npocToro reprieca 1/2 Tvina - AHK (cockob 13 Ly/KaHarna)
Bupyc npoctoro reprieca 1/2 vina - AHK (cockob 13 ByrbBbl)
Bupyc npocToro repreca 1/2 vina - HK (cockob u3 ypeTpbl)
Bupyc npocToro reprieca 1/2 vna - AHK (cockob 13 3eBa)
Bupyc npocToro repreca 1/2 vna - AHK (cockob 13 Hoca)
Bupyc npocToro repreca 1/2 Tvna - AHK (voua)

Bupyc npoctoro reprieca 1/2 vna - AHK (cnepma)

Bupyc npocToro repneca 1/2 vna - AHK (cntoHa)

750

530

290

490

490

210

480
410
410
410
410
410
2520

320

420
550
520

2820
820

600
550
550

350
350
350
380
380
380
380
350
350
350
350
350
350
350
350
350
350
350

s 3 83§

]

]

:

i 5 5588 8 5 §

§

§

101

<4 pH

30 oH

<5 mH

<5 H

1H
<7 H
1mH
<7 [H
<7 pH
<7 pH
1H
<3 mH

<3 oH

1M
<7 mH

<7 pH
<7 pH
<3 H

<3 mH

<3 mH

<6 gH
<6 oH

<6 oH

<5p4H
<5 oH
<54H
<3 mH
<5 H
<5 mH
<5 gH
<3 mH
1aH
1mH
101
101
1mH
1mH
1lpa
1oH
1oH

1

A26.06.036,
A26.05.019.001,
A26.06.082.001

A26.06.036, A26.05.019.001

A26.06.049.001

A26.06.049.001

A26.06.034.001

A26.06.034.002

A26.06.036
A26.06.036
/A26.06.040.002
A26.06.035
A26.06.038
A26.06.039.001
A26.06.039.002
A26.05.020.001

A26.05.020.002

A26.06.041.002
A26.06.041.002

A26.06.041.002
A26.06.127
A26.05.019.001

A26.05.019.002

A26.05.019.003

A26.06.043
A26.06.044.001

A26.06.044.002

A26.06.045.003
A26.06.045.002
A26.06.046.001
/A26,00.000n
A26.06.045.003
A26.06.045n
A26.06.046.002
A26.05.035.001
A26.20.010n
A26.20.013001
A26.20.010
A26.20.010
A26.21.009.001
A26,08.017
A26,08.017
A26.28.023.001
A26.21.010n

A26.07.010A



G238

466

469

470

471

472

473

474

475

476

471

478

479

486

487

489

490

491

492

493

494

495

496

497

1327

1328

1329

13201

13292

13293

13294

13295

13296

1330

1331

1332

1333

1340

1341

13411

13412

13413

13414

13415

13416

1342

1343

1344

1345

1346

1347

1348

1349

1350

13501

13502

13503

13504

13505

1350.6

1351

1352

1353

1354

13%

1356

1357

1358

1359

Bvipyc rmpocToro repreca. 12 Tvima - JAHK (mpyroin 6/v)
Bypyc npocToro reprieca 6 Tvna - IHK (Kpoes)

Bvipyc mpocToro reprieca 6 Tuna - AHK (cockob)

Bvipyc mpocToro repreca 6 Tvima - IHK (cockob 13 BraraniLLE)
Bupyc mpocToro reprieca 6 Tvna - AHK (cockob 1B LkaHars)
Byipyc mpocToro reprieca 6 Tvna - AHK (cockob v ByrbBb)
Buypyc npoctoro reprieca 6 Tvna - IHK (cockob 13 ypeTpb))
Bupyc mpocToro reprieca 6 Tvna - HK (cockob 1B 3e88)
Bupyc mpocToro reprieca 6 Tvina. - [IHK (cockob 13 Hoca)
Buvpyc npocToro reprieca 6 Tvna - AHK (Movg)

Bvipyc npocToro reprieca 6 Tvna - JHK (crepive)

Bupyc mpocToro reprieca 6 vina - AHK (craHa)

Bvipyc mpocToro repreca 6 Tvma - JHK (opyroi 6/m)

Bupyc mpocToro reprieca 8 vina - AHK (poBw)

Bvipyc npocToro reprieca 8 Tvna - JIHK (cockob)

Bvipyc npocToro reprieca 8 vna - IHK (cockob 13 BreranLLy)
Bupyc mpocToro reprieca 8 vna - AHK (cockob 1B LykaHare)
Buipyc mpocToro reprieca 8 Tvina - IHK (cockob v ByrbBb)
Bupyc mpocToro reprieca 8 vina. - IHK (cockob 1B ypeTpb))
Bvipyc npocToro reprieca 8 Tvna - JJHK (cockob v 3289)
Buvpyc npocToro reprieca 8 Twra - IHK (cockob 13 Hoca)
Bupyc mpoctoro reprieca 8 vna - AHK (Moug)

Bupyc npocToro reprieca 8 na - JHK (crepive)

Bupyc npoctoro reprieca 8 vina - AHK (craHa)

Bvipyc mpocToro repreca 8 vina - JHK (gpyroin 6/vi)

Liymoveranosvpyc - aHiera lg M
Liymoveranosupyc - aHiera lqg G
Liyroveranosupyce - aHimera Iq G aBioHOCTL
Limoveranosye - HK (ooes)
Limoneraroevpyc - IHK (cockob)
Liymoveranosupyc - JHK (cockob v8 BrararLLE)
Liymoveranosupyc - AHK (cockob vB WkaHare)
Liymoveranosvpyc - JHK (cockob 1B Byrab)
Liymoneranosupyc - IHK (cockob vi3 ypetpob))
Liymoveranosupyc - JJHK (cockob 113 3e83)
Liymoveranosupye - AHK (cockob 13 Hoca)
Lizmoveranos/pye - AHK (vo-e)
Lizmoveranosipyc - HK (crepive)
Limonverarosvpyc - HK (crraHa)
Liymoveranosipyc - JHK (gpyroii 6/v)

Bupyc Onuwciiun.-B.pp
B/pyC Snuumeia Bapp pere e (EA) - 106
Buipyc OnumeliHa-Bapp KancuaHbiii 6enok (VCA) - IgM
Bvipyc SnumeiHa-Bapp kanoyaHb ki 6enok (VCA) - 1gG
Bvipyc SnLumeiHa-Bapp AoepHbY aHTVreH (EBNA) - IgG kon
Buipyc SnumeiiHa-Bapp - IHK (iqo08s)

350
350
350
350
350
350
350
350
350
350
350
350
350
350
350
350
350
350
350
350
350
350
350
350
350

350
350
350
350
350
350
350
350
350
350
350
350
350
350
350

450
450
450
450
350

§ 5 8§ § 8 8 5 F B 3 5 3 B £ % % % 8 3 % § F B B B

nonykon

nonykon

nonykon

KeH

Kay

§ 8 8 # 8 B 8 8 % B

nonykon

nonykon

nonykon

nonykon

KeH

EEEESEEEEEE LS

104

A

w
=}

T

[
=}
I

<5 mH
<5 MH
<5 oH
<3 mH
1aH
101
]-AH
]-.IJ.H
101
101
1
il
1
1mH

1H

[0 5 oH
05 oH
[0 5 H
[0 5aH

<3 mH

A26.20.010n
A26.05.060n
A26.20.060n
A26.20.060n
A26.20.060n
A26.20.060n
A26.20.060n
/A26.08.060.001
/A26.08.060.001
A26.28.060n
A26.21.060n
A26.07.008
A26.20.008n
A26.,05.008n
A26.20.008n
A26.20.008n
A26.20.008n
A26.20.008n
A26.20.008n
A26.08.008n
A26.08.008n
A26.28.008n
A26.21,008n
A26.07.008n

/A26,00.008n

A26.06.022.002
A26.06.022.001
A26.06.022.003
A26.05.017
A26.20.017n
A26.20.014.001
A26.20.011
A26.20.014.001n
A26.21.010.001
/A26.08.058.001
/A26.08,058.001
A26.28,009.001
A26.21.009.001n
A26.07.007.001

/A26,00.000n

A26.06.030
A26.06.029.001
A26.06.029.002

A26.06.031

A26.05.011



498

499

g

507

508

510

511

512

513

514

515

516

517

518

519

520

522

523

524

525

526

527

528

529

1360

13601

1360.2

13603

13604

13605

1360.6

1361

1362

1363

1364

1365

1366

1367

1367.1

1367.2

1369

1370

1371

1372

1373

133

1388

1389

13%

13100

13102

131021

131022

131023

131024

13103

131031

131032

131033

131034

131020

13104

131041

131042

>

Bupyc AnureiiHa-Bapp - AHK (cockab) 350
Bupyc AnureliHa-Bapp - AHK (cockob 113 BraranmiLLip) 350
Bupyc OnumeiiHa-Bapp - AHK (cockob v3 L/kaHara) 350
Bupyc AnureliHa-Bapp - AHK (cockob 113 ByrbBbl) 350
Bupyc SnureiiHa-Bapp - AHK (cockob 113 ypeTpbl) 350
Bupyc dnwreliHa-Bapp - AHK (cockob 113 3e84) 350
Bupyc dnwreliHa-Bapp - AHK (cockob 13 Hoca) 350

Bupyc AnuureliHa-Bapp - AHK (voua) 350
Bupyc SnwreliHa-Bapp - AHK (cntoHa) 350
Bupyc 3nwreliHa-Bapp - AHK (apyroii 6/m) 350

Bupyc Bapuuenna 3ocTep

Bupyc Bapuuenna soctep (VZV) - IgM 550
Bupyc Bapuuenna soctep (VZV) - IgG 550
Bupyc Bapuuenna soctep - AHK (KpoBb) 350
Bupyc Bapuuenna 3octep - AHK (cocko6) 350
Bupyc Bapuuenna soctep - AHK (cockob 13 3e8a) 350
Bupyc Bapuuenna soctep - AHK (cockob 13 Hoca) 350
Bupyc Bapuuenna 3octep - AHK (nvkeop) 350
Bupyc Bapuuenna octep - AHK (croHa) 350
Bupyc Bapuuenna soctep - AHK (ap 6/m) 350
KpacHyxa : 1-4; * - » A vy el &

Buipyc KpacHyxu - aHTvTena lg M 450
Bupyc kpacHyxvt - aHtuTesa Iqg G KOJTMYECTBEHHO 450
Buipyc kpacHyxu - aHTuTena Iq G aBuaHOCTb 450

[pyrue BUpyCHble MHAEKLMN

Buipyc kopu - aHTUTea Ig G 520
Bupyc anuaemmdeckoro rapotuta (Mumps) - aHtuTena Ig M 950
Bupyc anuaemmnyeckoro napotura (Mumps) - aHtuena lg G 950

OPBW-kommniexc (PHK puHoBYpyca, MeTanHeBMOBUPYCa, BUpYca
naparpvnna (1,2,3,4 Tunos), KopoHasupyca (OC43.229F, HKU1,NL63),

60KaBVPYCa, aaeHOBMPYCA, PECTIMPATOPHO-CUHLIMTUA/IBHOMO BUpYCa, BUpYyca 1650
rpunna A/B/H1N1)

Bupyc KreLLeBoro sHuganmta - aHturena lg G 520
ManuniomasmpycHas MHEKLS A

Bupyc nanvwvioMbI YerioBeka 16 Tvna - AHK (cockob) 220
Bupyc nanwvioMb| Yerioseka 16 Tvna - HK (cockob 13 Briar) 220
Bupyc nanwviomb! YerioBeka 16 Tuna - AHK (cockob 113 L/kaHana) 220
Bupyc nanwuiomb! YesioBeka 16 Tuna - AHK (cockob 13 ByrbBbi) 220
Bupyc nanvwioms! Yerioseka 16 Tuna - JHK (cockob 113 ypeTpbl) 220
Bupyc nanwiomb! YerioBeka 18 Tuna - IHK (cockob) 220
Bupyc nanwviomb! Yenoseka 18 Tvna - AHK (cockob u3 erar) 220
Bupyc nanwviombl Yernoseka 18 una - AHK (cockob 113 L/KaHana) 220
Bupyc nanvwvioMs! Yeroseka 18 Tuna - JHK (cockab 13 ByrbBbi) 220
Bupyc narvwvioms! Yerioseka 18 Tuna - JHK (cockob v ypeTpbl) 220
Bupyc nanwviomb! Yenoseka 16,18 Tvna - AHK (cocko6) 320

Buipyc nanvwioms Yenoseka CKPVIHHIT CYMMAPHbBI - (16, 31, 35,

39, 59), (18, 33, 45, 52, 58, 67) Tl - AHK (CocKo6) 480
Buipyc nanvwuiomsI Yenoseka CKPVIHHIT CYMMAPHbLIN - (16, 31, 35, 480
39. 591, M8, 33. 45, 52. 58. 671 TvNbI - AHK /cockob v3 Brar!

Buipyc nanvwuiomsI Yenoseka CKPVIHHIT CYMMAPHbBIN - (16, 31, 35, 480

39. 591, (18, 33, 45. 52. 58. 671 T1nbI - AHK (cockob 13 LyKaH!

§ 8 # & 8 8 8 8 % %

58 858 88833

5 5 §

§ 8 8 8 8 8 % 8 8 %8 &8 8

8

8

1mH
1
1mH
1pH
1H
1oH
1H
101
1H

1pa

<8 oH
<8 mH
<6 oH
<6 oH
<6 gH
<6 gH
< 6H
<6 oH

<6 gH

<5aH
<5aH

<5 oH

<7 pH
< 84H

< 8H

<6 oH

< 81H

1mH
1mH
1mH
1pa
1H
1mH
1mH
lpa
1aH
1mH
1mH
<3 [H

<3 mH

<3 H

A26.20.011n

A26.20.011n

A26.20.011n

A26.20.011n

A26.20.011n

A26.08,059.001

/A26.08,059.001

A26.28.059n

A26.07.059n

A26.00.059n

A26.06.084.002

A26.06.084.001

A26.05.042.001

A26.20.042

A26.08.042

A26.08.042

A26.00.042n

A26.07.042

A26.00.042n

A26.06.071.002

A26.06.071.001

A26.06.071.003

/A26.06.056.001

A26.06.112.002

A26.06.112.001

A26.06.000n

A26.06.088.002

A26.20.012n

A26.20.012n

A26.20.012n

A26.20.012n

A26.20.012n

A26.20.012n

A26.20.012n

A26.20.012n

A26.20.012n

A26.20.012n

A26.20.012.006

A26.20.012.005n
/A26.20.000n

A26.20.012.005n
A26.20.000n

A26.20.012.005n
A26.20.000A



539

541

542

546

547

549

550

551

552

554

556

557

558

559

560

561

562

131043

131044

13105

131051

131052

131053

131054

13106

131061

131062

131063

131064

13107

13107.1

131072

131073

131074

13108

131081

131082

131083

131084

13109

131091

131092

131093

131094

Buipyc nanvwioms Yenoseka CKPVIHHIT CYMMAPHbIA - (16, 31, 35,
39, 59), M8. 33. 45. 52. 58. 67) TUnbI - AHK (CocKoB 13 ByN)

Bupyc nanwiioms Yenoseka CKPVIHHIT CYMMAPHbBIA - (16, 31, 35,
39, 59), (18, 33, 45, 52, 58, 67) TvNbI - AHK (cockob 13 ypeTpbl)

Bupyc nanwiome! Yenoseka CKPUHHI - 6, 11, 16,18 mnbi - AHK
KOJIMY (cockab)

Bupyc nanwiome! Yenoseka CKPUHHI - 6, 11, 16,18 tvinbi - AHK
KOJIMY (cockob v3 BriarasiniLg)

Bupyc nanvioms! Yenoseka CKPVIHAHI - 6, 11, 16, 18 tnbl - JHK
KOJIMY (cockob 13 LfkaHaa)

Bupyc nanviomel venoseka CKPUHHI - 6, 11, 16, 18 vnbi - AHK
KOJIMY (cockob 113 ByrbBbi)

Bupyc nanwiioms! yenioseka CKPVIHAHI - 6,11,16, 18 Tvnb! - IHK
KOIMY (*'cockob u3 crieTrbI!

Bupyc nanwviomb! Yeroeka CKPVIHHIT PACIAAP - (6, 11), (16, 31, 33,
35, 52, 58), (18, 39, 45, 59), 51, 56, 68 TMNbI - AHK KOJ/IMY (cockob)

Bupyc nanvinome! Yeroseka CKPHHIT PACLLINP - (6, 11), (16, 31, 33,
35, 52, 58), (18, 39, 45, 59), 51, 56, 68 TUNbI - AHK KO/IY (cockob u3
Brara/mLLR)

Bupyc nanwviomb! Yerioeka CKPVHHIT PACLLINP - (6, 11), (16, 31, 33,
35, 52, 58), (18, 39, 45, 59), 51, 56, 68 TNbI - AHK KO/IY (cockob u3
L/kaHasa)

Bupyc nanviomel Yernoeka CKPVIHHIT PACLLINP - (6, 11), (16, 31, 33,
35, 52, 58), (18, 39, 45, 59), 51, 56, 68 TWnbI - AHK KO/IAY (cockob u3
By/IbBbl)

Bupyc nanwviome! Yenoseka CKPUHHIT PACLLINP - (6, 11), (16, 31, 33,
35, 52, 58), (18, 39, 45, 59), 51, 56, 68 TMNbI - AHK KOJIY (cockob 13
YPETPbI)

Bupyc narvioms! Yenoeeka TUMNPOBAHVME - 6, 11, 16, 18, 26, 31, 33,
35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 TvnbI - AHK KO/INY
(cockab)

Bupyc narvwiomsl Yesioseka TUMNPOBAHME - 6, 11, 16, 18, 26, 31, 33,
35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 TvnbI - AHK KO/IY
(cockab 3 BriarasmLLg)

Buipyc narvioms! Yenoseka TUMNMPOBAHVE - 6, 11, 16, 18, 26, 31, 33,
35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 TMnbI - AHK KO/IY
(cockob 13 LfKaHaria)

Bupyc nanwiome! venoseka TUMNMPOBAHVE - 6, 11, 16, 18, 26, 31, 33,
35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 TvnbI - AHK KO/IY
(cockab 113 ByrbBbI)

Bupyc nanwiioms! Yenoeeka TUINPOBAHWE - 6, 11, 16, 18, 26, 31, 33,
35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 TMnbI - AHK KO/INY
(cockob 13 ypeTpbl)

demoduiop - 8 (OBM, nakTobal, cymm, 3HTEPOOaKT CyMM, CTPEMTOK CyMM,
rapaH Bar, 3y6aKT CyMM, MVIK XOM, MUK eH, KaHavaa cymm) - JHK
(cockab)

demoduiop - 8 (OBM, nakTobaL, cymm, 3HTepO6aKT CyMM, CTPEMTOK CyMM,
rapaH Bar, ay6akT CyMM, MUK XOM, MVK reH, KaHauaa cymm) - AHK (cockob
U3 Brara/mLLp)

demoduiop - 8 (OBM, nakTobal, cymm, 3HTEPOOaKT CyMM, CTPEMTOK CyMM,
rapaH Bar, ay6akT CymMM, MUK XOM, MUK eH, kaHamaa cymm) - AHK (cockob
V3 Li/KaHas1a)

demoduiop - 8 (OBM, nakTobal, cymm, 3HTEpO6aKT CyMM, CTPEITOK CyMM,
rapaH Bar, ay6akT cymMM, MUK XOM, MUK eH, kaHamaa cymv) - AHK (cockob
13 By/1bBbi)

demoduiop - 8 (OBM, nakTobaL, CyMM, 3HTEPOBaKT CyMM, CTPEMTOK CyMM,
rapaH Bar, ay6akT cymMM, MUK XOM, MUK eH, kaHauaa cymv) - AHK (cockob
V13 ypeTpbl)

demoduiop -13 (OBM, nakTobal, cymm, rapaHep Bar, MUK XOM, MUK TeH, Yp
CyMM, KaHZ, CyMM, TPUX Bar, HeCC roH, X/iam Tpax, BIIrl, Brrz2, LIMB) -
JHK (cockob)

denvoyiop -13 (OBM, nakTobaL, CyMM, rapaHep Bar, MUK XOM, MVIK FeH, yp
CyMM, KaH, CyMM, TPUX Bar, HeCC roH, X/am Tpax, BMrl, Brrz2, LIMB) -
JHK (cockob 13 BraranmLLg)

demoduiop -13 (OBM, nakTobaL, cymm, rapaHep Bar, MUK XOM, MUK reH, Yp
CyMM, KaHz, CyMM, TPUX Bar, HECC IoH, X/lam Tpax, B, BMrz2, LIMB) -
JHK (cockob 113 LfkaHaa)

demoduiop -13 (OBM, nakTobaL, CymmM, rapiHep Bar, MUK XOM, MUK TeH, Yp
CyMM, KaHZ, CyMM, TPUX Bar, HeCC roH, X/am Tpax, BIIrl, Brrz, LIMB) -
JHK (cockob v3 ByrbBbi)

demoduiop -13 (OBM, nakTobal, Cymm, rapaHep Bar, MUK XOM, MUK TeH, Yp
CyMM, KaHZ CyMM, TPUX Bar, HeCC roH, X/lam Tpax, BIIrl, Brr2, LIMB) -
JHK (cockaob 13 ypeTpbl)

480

750

750

750

750

750

950

950

950

950

950

1200

1200

1200

1200

1200

960

960

960

960

960

1760

1760

1760

1760

1760

KoV
erbied

Kovramr
erbted

Kovramor
erbied

Kovremor
erbted

Kovramor
erbtked

Kovremor
erbted

erbied

Kovramr
erbtked

<3 [H

<3 mH

<3 mH

<3 mH

<3 mH

<3 mH

<3 mH

<3 mH

<3 mH

<3 mH

<3 mH

<3 mH

<3 mH

<3 gH

<3pH

<3 mH

<3 H

<3 [H

<3 H

<3 mH

<3 mH

<3 mH

<3 mH

<3 mH

<3 mH

A26.20.012.005n
/A26.20.000n

A26.20.012.005n
A26.20.000n

A26.20.012.005n
A26.20.000n

A26.20.012.005n
/A26.20.000n

A26.20.012.005n
A26.20.000n

A26.20.012.005n
A26.20.000n

A26.20.012.005n
A26.20.000n

A26.20.012.005n
A26.20.000n

A26.20.012.005n
A26.20.000n

A26.20.012.005n
A26.20.000n

A26.20.012.005n
A26.20.000n

A26.20.012.005n
A26.20.000n

A26.20.012.005n
A26.20.000n

A26.20.012.005n
A26.20.000n

A26.20.012.005n
A26.20.000n

A26.20.012.005n
A26.20.000n

A26.20.012.005n
A26.20.000n

A26.20.000n

A26.20.000n

A26.20.000n

A26.20.000n

A26.20.0001

A26.20.000n

A26.20.000n

A26.20.000n

A26.20.000n

A26.20.000n



566

567

569

570

571

572

573

574

575

576

577

578

579

g 8 8 8

13252

13110

131101

131102

131103

131104

13300

13301

13302

13303

1334

13306

13115

13116

13117

13118

13119

131191

131192

131193

131194

demoduiop -13 (OBM, nakTobal, cymm, rapaHep Bar, M K XOM, MUK TeH, yp
CyMM, KaHZ, CyMM, TPUX Bar, HECC IoH, X/am Tpax, BMIrL, Brrz, LiIMB) -
JHK (asKyrisT)

demoduiop -16 (OBM,naKTobaL, CyMM, SHTEPOGaKT CyMM, CTPEMTOK CYMM,
CTadwin Cymm, rapiH Bar, 3y6aKT CyMM, CHET CyMM//IeNT CyMMW/dy306aKT
CyMM, Meracth CyMW/BUIOH CyMW/pan CyMM, SlaxXHOBaKT CyMMWKIIOCTP
CyMM, MOGWTYHKYC CyMM/KOPUHEGAKT CyMM, MEMTOCTPErT CyMM, atoriod
Bar, MK XOM, MUK FeHUT, ypear1 cymM, kaaumaa cymm) - AHK (cockob)

denvotyiop -16 (OBM,iakTobaL, CymMM, 3HTEPOGAKT CyMM, CTPEMTOK CyMM,
CTadwin cymm, rapaH Bar, 3y6aKT CyMM, CHET CyMM/IENT CyMM/dpy306aKT
CyMM, Meracth CyMWBWIIOH CyMWavias CyMM, SlaxXHOBaKT CyMMWKIIOCTP
CyMM, MOBWTYHKYC CyMM/KOPUHEGAKT CyMM, MerTOCTPEMT CyMM, aToriod
Bar, MVK XOM, M1K FeHUT, ypearul CyMM, KaHamaa cymm) - AHK (cockob u3
Brara/mLLR)

devoyiop - 16 (OBM,iakTobaL, CymM, SHTEPOGaKT CyMM, CTPEITOK CyMM,
CTathvn CyMM, rapaH Bar, 3y6aKT CyMM, CHET CyMM/IENT CyMm/dpy306aKT
CyMM, Meracth CyMMW/BWIIOH CyMM/van CyMM, SlaxXHOBaKT CyMM/KIIOCTP
CyMM, MOGWTYHKYC CyMM/KOPUHEGaKT CyMM, MErTOCTPErT CyMM, atorob
Bar, MK XOM, MUK FeHUT, ypearul cymM, kaHauaa cymw) - AHK (cockob 13
Li/KaHas1a)

demoduiop - 16 (OBM,nakTobaLl, CyMM, 3HTEPOOAKT CyMM, CTPEMTOK CyMM,
CTahw1 CyMM, FapfiH Bar, 3y6aKT CyMM, CHET CyMM/MIeMT cyMm/thy306aKT
CyMM, Meracth CyMM/BWIOH CyMW/vian CyMM, JTaxXHOGaKT CyMM/KIIOCTP
CyMM, MOBWTYHKYC CyMM/KOPUHEGaKT CyMM, MErTOCTPErT CyMM, atorob
Bar, MK XOM, MUK FeHUT, ypearul CymM, kaHauaa cymw) - AHK (cockab 13
By/bBbI)

demoduiop - 16 (OBM,nakTobaLl, CyMM, SHTEPOBaKT CyMM, CTPEMTOK CyMM,
CTathw1 CyMM, rapaH Bar, 3y6aKT CyMM, CHET CyMM/IENT cyMm/ddy306aKT
CyMM, Meracth CyMWBWUIOH CyMWIVa CyMM, JTaXHOGaKT CyMM/KIIOCTP
CYMM, MOBWTYHKYC CyMM/KOPVHEGaKT CyMM, MEMTOCTPENT CymMM, aTorob
Bar, MUK XOM, MVK FEHUT, ypearul CyMM, KaHavaa cymm) - HK (cockob u3

oo MPETERD ...

AHgpothnop -

- - ] s
AHapoduiop: OBM, nakTo6, cTag) CymM, CTPen CyMM, KOprHe6aK CymM, yp
VP, YP Mape, MUK XOM, MVIK F'eH, rapg Bar, 3HTepo6aKT/SHTEPOK, KaHZ CyMM,
TPWX Bar, HECC roH, X/1aM Tp. (CocKob)

AHppoduiop: OBM, 1akTob, cTad) CymmM, CTpen CyMM, KOoprHe6aK cymM, yp
VP, YP Mape, MUK XOM, MVIK r'eH, rapf Bar, 3HTepo0aKT/3HTEPOK, KaHL, CyMM,
TPpWX Bar, HeCC roH, Xriam Tp. (MoYa)

AHapoduiop: OBM, n1akTo6, CTagh CymM, CTpen CyMM, KoprHe6aK CymM, Yp
VP, YP MapB, MUK XOM, MVIK I'eH, rapf Bar, 3HTEpPO6aKT/3HTEPOK, KaHL, CyMM,
TPWX Bar, HECC MOH, X/1aM TP. (3AKYIIAT)

AHapoduiop-pacLmpeHHo: OBM, f1akTo, cTadn CyMM, CTpen Cymv,
KOpUHeb cymM, MeracdyBeiinoH/avian, cHea/nenT/cy306, Yp yp, Yp naps,
MUK XOM, MUK reH, 6aKT/nopdmp/npeBoT CymM, aHasp CyMM, MerToc/naps,
3y6aKT, revod) Cymm, nceBRoM/pac/ByKX, SHTEPPOOAKT/3HEPOKOK, KaHL,
TpUX Bar., atorob K, rapg sar, Hecc rou, xnam Tpax, (COCKob)
AHppodyiop-pacLmpeHHo: OB, aKTo, cTadwn CyMM, CTper CyMM,
KOpYHe6 cymM, MeracdyBeinioH/avian, cHealrerT/doy306, yp Yp, Yp naps,
MUK XOM, MUK reH, 6aKT/nopdmp/npeBoT CymM, aHasp CyMM, MerToc/naps,
3ybaKT, remod cymm, rceBaom/pasnc/bykx, SHTeppo6aKT/aHEPOKOK, KaHL,
TpVIX Bar., atorob K, rapg, Bar, HECC FOH, X/iam Tpax, (Moua)
AHapodyiop-pacmpeHHo: OB, f1akTo, cTahiun CymMM, CTPer CyMM,
KOpVHe6 cymM, MeracdyBeinioH/avian, cHea/ner/doy306, yp yp, Yp naps,
MUK XOM, MUK reH, 6aKT/nopdmp/npeBoT cymM, aHasp CyMM, MerToc/naps,
3yBaKT, remo CymM, nceBaoM/panc/byKx, sHTePPOOaKT/3HEPOKOK, KaHL,
TPpWX Bar., aTorob Kr, rapg Bar, HeCC roH, X/1aM Tpax, (3AKyIT)

XnamuanmHas uHMekyms

XraMugys Tpaxomaruc - aHtutena lg A

Xramums Tpaxomaruc - aHtutena lq G

Xnammams Tpaxomatuc - Ig G K 6e/ky Terviosoro LLoka
XraMuaus Tpaxomaruc - AHTureH PU®

Xnammams Tpaxomatue - AHK (cockob)

Xnammays Tpaxomaruc - JHK (cockob 13 BriaramiLg)
Xnammams Tpaxomatuc - AHK (cockob 13 Ly/KaHana)
Xnammams Tpaxomatuc - AHK (cockob 13 ByrbBbi)
Xnammams Tpaxomatuc - AHK (cockob u3 ypeTpbl)

1760

1960

1960

1960

1960

1960

1760

1760

1760

2300

2300

2300

420
420
750
350
210
210
210
210
210

erbed

Kovreror
arbied

erbied

ronreror
erbted

ronreror
erbied

erbied

Kovremor
erbted

Kovramor
erbHad

Kovramor
erbtked

erbied

58 &8 &8 & 8§

<3 [H

<3 gH

<3mM

<3 mH

<3 gH

<3 OH

<3 OH

<3 mH

<3 mH

<3 mH

<3 mH

<3 mH

<5 gH
<5 gH
<7 mH
<3 H
1H
1mH
1mH
1mH

1mH

A26.20.000A

A26.20.000n

A26.20.000A

A26.20.000A

A26.20.000A

A26.20.000n

A26.20.000n

A26.20.000n

A26.20.000A

A26.20.000n

A26.20.000A

A26.20.000A

A26.06.018.001

A26.06.018.003

/A26.06.018.0001

A26.06.018.000A

/A26.20.020.001

A26.20.020.001

/A26.20.020.001

A26.20.020.001

A26.21.007.001



587

589

590

501

592

593

594

595

596

597

598

599

600

601

602

604

605

606

607

610

611

612

613

614

615

616

617

619

620

622

623

624

625

626

627

131195

131196

131197

131198

13120

13121

13122

13124

13125

13126

13127

131271

13127.2

13128

13129

13130

13131

13132

13133

131331

131332

131333

131334

13134

13135

13136

13137

13137.1

131372

131373

131374

13138

13139

13140

13141

131411

131412

131413

131414

13142

13143

Xnammams Tpaxomatuc - AHK (cockob 3 3eBa)

Xnammavs TpaxomMaruc - AHK (cockob 13 Hoca)

Xnammapsa Tpaxomatyic - JHK (CocKob 13 KOHBHOHKTVBbI MNP 71833)
Xnammams TpaxomaTuc - AHK (cockob 13 KOHBHOHKTVBbI JIEB [/1a3)
Xnammams Tpaxomatuc - AHK (Moua)

Xnammams Tpaxomatuc - AHK (criepma)

Xnammayst Tpaxomatuc - HK (apyroii 6/m)

XnaMuams NHeBMOHUA - aHTuTena Ilg M

Xnammous NHEBMOHUA - aHTUTeNa Ig A

Xnammaus NHeBMoHUA - aHTuTena lg G

Xnammays nHeBMoHUA - AHK (cockob)

Xnammamst nHeBMoHUA - IHK (cockob 113 3eBa)

Xnammavs nHeBMoHA - AHK (cockob 113 Hoca)

Xnammavs nHeBMoHuA - AHK (criroHa)

Xnammavs nHeBMoHUA - IHK (MoKpoTa)

Xnammaysi nHeBMoHWA - AHK (apyroii 6/v)
Apew LW W THL Hop L LU - -

Ypearviazmva ypeariUTUkyM - aHTUTena Ig A

Ypearviazma ypearinTukyMm - aHtutesa lg G

Ypearyiazmva ypeanmtukym - IHK (cockob)

Ypeariazma ypeasmMmnkym - JHK (cockob 13 BrararmiLg)
Ypeannasmva ypearmtukym - JIHK (cockob 13 L/KaHaria)
Ypearyiazva ypeanmukym - HK (cockob 13 By/ibBbi)
Ypeariazva ypeammukym - HK (cockob 13 ypeTpbl)
Ypeariazva ypearmtukym - AHK (vioua)

Ypearviazva ypearmukym - AHK (criepma)

Ypeanniazva ypearmmykym - IHK (apyroii 6/m)

Ypeariazmva parvura - IHK (cocko6)

Ypearviazma parvum - AHK (cockob 13 BriarasmiLg)
Ypearviazma parvum - HK (cockob 113 LfkaHaa)
Ypearviazva parvum - IHK (cockob 113 By/bBb))

Ypeannasma parvum - AHK (cockob 13 ypeTpbl)

Ypeariazmva parvum - AHK (mouya)

Ypeaniazmva parvum - AHK (criepma)

Ypeariazva parvum - IHK (apyroi 6/v)

Ypearviazvia 61oBapb! cyMmmapHbie - HK (cockob)
Ypeariazva 6vosapbi cymmapHbe - AHK (cockob 13 BraraiLg)
Ypeariazma 6108apbI cyMmmvapHbe - JHK (cockob 13 LyKaHara)
Ypearviazvia 61oBapb! cyMMapHbie - HK (cockob 13 ByrbBbi)
Ypeaniazva 6vosapbl cymvapHbke - JHK (cockob 13 ypeTpbl)
Ypearviazva 6rosapbI cymMmvapHbe - IHK (voua)

Ypeannasma 6rosapbl cymmapHbie - AHK (criepma)

lm

- f

210
210
210
210
210
210
210
420
420
420
420
420
420
420
420
420

420

420

210

210

210

210

210

210

210

210

210

210

210

210

210

210

210

210

210

210

210

210

210

210

210

nonykon

nonykon

nonykon

nonykon

nonykon

1oH
1pa
101
1H
1aH
1H
1H
<7 oH
<7 mH
<7 [H
1H
1mH
1mH
1H
1H

1mH

<5pmH

<5p8H

1

1

1mH

1

1

1

1mH

I oH

1

1aH

1H

1mH

1mH

1

1

1

1

1

1

1mH

1

1aH

10H

/A26.08.066.001

A26,08.007n

A26.26.007.001

A26.26.007.001

A26.28.014.001

A26.21.007

A26.00.007n

A26.06.016

A26.06.016

A26.06.016

A26.20.030n

/A26.08,030.001

/A26.08,030.001

A26,07.030n

A26.00.030n

A26.00.030n

/A26.06.035.001n

/A26.06.035.003n

A26.20.035n

A26.20.035.001

A26.20.035.001

A26.20.035n

A26.20.035n

A26.28.035n

A26.21.035n

A26.00.035n

A26.20.035n

A26.20.035.001

/A26.20.035.001

A26.20.035n

A26.20.035n

A26.28.035n

A26.00.035n

A26.00.035n

A26.20.023n

A26.20.023n

A26.20.023n

A26.20.023n

A26.20.023n

A26.20.023n

A26.21.023



628

629

630

631

632

634

635

636

637

638

639

641

642

645

647

649

650

651

652

653

654

655

656

657

658

659

660

661

662

663

664

665

666

667

668

13144

13145

13 146

13147

13148

13149

131491

131492

131493

131494

131495

131496

13150

13151

13152

13153

131531

131532

131533

131534

1314

13155

13156

13158

13159

13160

13161

131611

131612

13162

13163

13164

13168

13169

131691

13169.2

131693

131694

13170

13171

13172

Ypeariazvia 61oBapbI cymvapHbe - IHK (apyroii 6/m)

Ypearviazva ypeasMTukym - AHTureH PP

MuKoniameHHOs UHDEKL S

Muikorniasma XoMuHue - aHtuTena lg A

Mukonnasvia xommHe - aHtutena lq G

MviKoriasvia XoMUHIC - AHTUreH PV

Muikoriasma xommHue - AHK (cockob)

Muikoriasva xommHue - IHK (cockob 13 Brara/mLLg)
Muikoriasma xommHue - AHK (cockob 113 LfkaHarna)
Muikoriasva xomuHue - IHK (cockob 13 By/bBbl)
Muikoniasma xommHue - AHK (cockob 13 ypeTpbi)
Muikoriasva xomuHue - JHK (cockob 13 3eBa)
Mukornnasma xomuHie - IHK (cockob 13 Hoca)
Mvkoriasma xoMuHue - HK (vioua)

Mvikornasvia xomuHic - IHK (cnepma)

Muikornasma xomuHic - AHK (apyroii 6/m)
Mukorviasma reHvranivyM - IHK (cockob)
Muikoriasvia reHitarinyMm - HK (cockob 13 Brara/mLLg)
Mukoriasva reHutanmym - JHK (cockob 13 LfKaHara)
Mvikoriasva reHutarmym - IHK (cockob v3 ByrbBbi)
Mvikornasvia reHtannym - HK (cockob 113 ypeTpbi)
Mvikoriasva rermtannmym - AHK (Moua)
Mvikoriasma reHutanuym - AHK (criepva)
Mvikoriasvia reHtaniym - IHK (gpyroii 6/m)
Mukoria3va nHeBMOHUA - aHTuTena lg M
Mwukoriasvia NHeBMoHVA - aHTUTeNa Ig A
Mwukorniasvia NHeBMoHVA - aHTUTena lg G
Mvikoriasva rnHeBmoHKs - HK (cockob)
Mvikoriasvia nHeBMoHMA - JHK (cockob 113 3eBa)
Mvikoriasvia nHeBMoHMA - JHK (cockob 113 Hoca)
Mvikoriasma nHeBMOHVA - [IHK (crtoHa)
Mvikoriasvia nHeBMoHUS - AHK (MoKpoTa)

Mvikoriasvia MHeBMoHYst - AHK (apyroii 6/m)
rapgHepennes . \ r "5
"apaHepesia BarvHanic - AHTUreH PU®

"apaHeperia sarvHame - IHK (cockob)

MapaHeperia BarvHanc - AHK (cockob 113 BraraniiLg)
apaHepenna sarmHanue - AHK (cockob 13 LyKaHasa)
MapaHepenna BarvHanmc - AHK (cockob 113 ByrbBbi)
"apaHeperia BarvHasme - JHK (cockob 13 ypeTpbl)
apaHepenia BarvHarive - AHK (voda)

I apaHepesia sarvHarme - AHK (cnepva)

"appHepenna BarvHanvc - IHK (apyroi 6/v)

oL UB1

210

350

480

480

350

210

210

210

210

210

210

210

210

210

210

210

210

210

210

210

210

210

210

620

620

620

380

380

380

380

380

380

350
230
230
230
230
230
230
230
230

oy

VKON

ool

§

§ &8 8 &8 &8 &8 % 8§ 8%

1mH

<3 mH

<5 gH
<5 mH
<3 OH
1mH
1mH
1mH
1mH
1H
1mH
101
1H
1mH
1
1mH
1mH
1
1
1m
1
1
1
<7pH
<T7pH
<7 OH
1mH
lm
1on
1
lm

1

<3 H
1
1
1
1H
1oH
1
10H

1mH

A26.00.023n

A26.00.023n

A26.06.028n

A26.06.028n

A00.20.028n1

A26.20.028n

/A26.20.028.001

/A26.20.028.001

A26.20.028n

A26.21.032.001

A26.08.014

A26.08.014

A26.28.018001

A26.21.022

A26,00.022n

A26.20.027

A26.20.027.001

A26.20.027.001

A26.20.027

A26.21.031.001

A26.28.017.001

A26.21.021

A26.00.027n

A26.06.057

A26.06.057n

A26.06.057

A26.20.057n

/A26.08,048.001

A26.28.057n

A26.07.057n

A26.00.057n

A26.00.057n

/A00.20.030n

A26.20.030 n

/A26.20.030.001

A26.20.030 n

A26.20.030 n

A26.20.030 1

A26.28.030n

A26.21.030n

100.rro304



669
670
671

672

673

674

675

676

677

678

679

680

681

&

g

686

687

688

689

690

691

692

693

694

695

696

697

698

699

700

701

702

703

704

705

706

707

708

709

13173
13174

13175

131751

131752

131753

131754

13176

13177

13178

13180

13181

13182

13183

131831

131832

131834

13184

13185

131851

131852

131853

131854

13186

13187

13188

13190

13191

13192

13193

1314

131941

13194.2

131943

131944

131%

1319

13198

13199

13200

132011

TprxomoHma3
TpwvixomMoHaga BarvHasme - aHtuTena Ig A
TpwvixomMoHaga BarvHane - aHtuTena Ig G

TprixomMoHaza BarvHarmce - HK (cockob)
TprixomMoHaga BarvHase - AHK (cockob 13 Briara/miLg)
TpuxomoHaga arvHanme - AHK (cockob 113 LfKaHara)
TpuxomMoHaga BarvHanme - IHK (cockob 13 By/bBbl)
TpuxomoHaaa BarmHarie - IHK (cockob 13 ypeTpbl)
TpuxomoHaaa BarvHanme - AHK (voua)

TpurxomoHaga sarvHanme - AHK (criepva)

TpuxomoHaga BarmHanme - HK (gpyroii 6/m)

Cuchunmc (os13aT. NacnopTHbIE AaHHbIE)

Cvimrvic PMIM - KapayonmnHoBbIA TecT

Cupunme (TperioHeMa Navingym) - aHTUTeia Cyvm

Cvidwrivc (TpenoHema narvmaym) - aHtuTena lg M

Cucpunme (TperioHema narvinaym) - AHK (cockob)

Cucpunme (TperioHema narviaym) - AHK (cockob 13 BriaraniiLg)
Cupunme (TperioHema narvnaym) - AHK (cockob 13 LyKaHarna)
Cwvidwmrive (TpenoHema navmoym) - AHK (cockob 13 ypeTpbl)

Cvidwme (TperoHema nasvmaym) - OHK (apyroii 6/m)
["oHopes ‘I

"oHOKOKK (Heccepus roHopen) - AHK (cocko6)

"OHOKOKK (Heccepust roHopen) - IHK (cockob v3 BrarasiviLLp)
"oHOKOKK (Heccepus roHope) - AHK (cockob 13 LyKaHarna)
"oHOKOKK (Heccepus roHopen) - AHK (cockob 13 By/bBbI)
"OHOKOKK (Heccepuisi roHopen) - AHK (cockob 13 ypeTpbi)
IMoHokokK (Heccepus roHopen) - AHK (voua)

IMoHokokK (Heccepus roHopew) - AHK (criepma)

MoHokokk (Heccepust roHopen) - AHK (gpyroii 6/m)
Tokconnasmos
Tokcorviasvia MoHay - aHTuTena Ilg M

Tokcorviasma MoHay - aHtuTena Ilg G KOIMYECTBEHHO
Tokcorviasma [MoHay - aHTUTena Ig G aBugHOCTL
Tokcoriasma MoHay - AHK (KpoBkb)

Tokcoriasma MoHay - AHK (cockab)

Tokcoriasma MoHay - AHK (cockob 13 BraraimLg)
Tokcoriasma MoHay - AHK (cockob u3 LfkaHarna)
Tokcornasma MoHay - AHK (cockob 13 By/bBbi)
Tokcoriasma MoHay - AHK (cockob 13 ypeTpbi)
Tokcoryiasma MoHay - AHK (apyroii 6/m)

Ty6epkynes " p * ' e MYy j -
Tybepkyres (Mycobacterium tuberculosis) - a/T cymvapHbie
Tybepkyres (M.tuberculosis/ M.bovis) - AIHK (voua)
Ty6epkyres (M.tuberculosis/ M.bovis) - HK (MokpoTa)

Ty6epkynes (M.tuberculosis/ M.bovis) - AHK (apyroit 6/v)
pnbkoBble MHpekumn 1 . - * J"M

1

Acrieprwiia qyiasyc - aHtuTena lg E
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380
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oyon
oyon

ool

§ 8 8 8 8 % 8

§ 8 8§ 8

<5 gH
<5 mH
1pa
1H
101
1mH

1H

1M
1H

1mH

1
1mH
1mH
<6 oH
<6 oH
<6 oH
<6 oH

<6 gH

1mH
1m
1
1mH
1
1
1

1

<5 oH
<5pH
<5pH
<3 mH
1mH
1mH
1H
1
1

1

<8 mH
<5 mH
<5 oH

<5pH

<3 mH

A26.06.026n
A26.06.026A

A26.20.026n

A26.20.026.001

A26.20.026.001

A26.20.026n

A26.21.030.001

A26.28,016.001

A26.21.025

/A00.20.026n

A26.06.082.001
A26.06.082
A26.06.082A
A26.20.082n
A26.20.025.001
A26.20.025.001
A26.20.025.001

A26.00.082n

A26.20.022n

A26.20.022.001

A26.20.022.001

A26.20.022n

A26.20.022n

A26.28,015.001

A26.21.024

A26.00.022

A26.06.081.002

/A26.06.081.001

A26.06.081.003
A26.05013
A26.20.013n
A26.20.013n
A26.20.013A
A26.20.013n
A26.20.013n

A26.00.013n

A26.06.074n
A26.28.074n
A26.08.074.001

A26.00.074A

A26.06.006A



710

711

712

713

714

715

716

7

718

719

720

721

722

723

724

725

726

721

728

729

730

731

732

733

734

735

736

737

738

739

740

741

742

743

744

745

746

47

748

749

750

132022

13203

132031

132032

132033

132034

132035

132036

13204

13206

13206

13207

13253

132531

132532

132534

132535

132536

13248

13249

13208

13209

132101

13212

13213

13.214

13215

13216

13217

13218

13219

13220

13221

13222

13223

13254

13227

13228

13229

13230

13231

KaHaunpaa ansbyikaHe - aHturena Ig E
KaHampa ansbukaHe - IHK (cockob)

KaHaupaa anstrkaHe - AHK (cockob 113 Brara/mLLp)
KaHaupaa ansbrkaHc - AHK (cockob 13 L/KaHana)

KaHanpaa ansbrkane - HK (cockob 13 ByrbBbl)

KaHamaa ansbukaHe - HK (cockob u3 ypeTpbl)

KaHamaa ansbukaHe - HK (cockob 13 3eBa)

KaHovaa ansomkaHe - JHK (cockob 13 Hoca)
KaHmpa ansbukaHc - AHK (voya)

KaHamaa ansbukaHe - HK (cnepva)
KaHamaa ansbukaHe - AHK (cntoHa)
KaHpmpa ansukanc - AHK (gpyroii 6/m)

Kanomaa TUMMPOBAHVIE o supa: C.albicans/C.glabrata/C.krusei - JHK

(cockab)

KaHgnpa TVINMPOBAHUE fo Bya: C.albicans/C.glabrata/C.krusei - AHK

(cockab v3 BrarasmLLg)

KaHamoa TVINMMPOBAHUE po Bupa: C.albicans/C.glabrata/C.krusei - AHK

KaHamna TVINMPOBAHUE fo eupa: C.albicans/C.glabrata/C.krusei - AHK

(cockob 13 ypeTpbl)

KaHgnpa TVINMMPOBAHUE po Byaa: C.albicans/C.glabrata/C.krusei - AHK

(cockob 113 3eBa)

KaHgnpa TVINMNPOBAHIWE fio Byaa: C.albicans/C.glabrata/C.krusei - AHK

(cockob 13 Hoca)

KaHgnpa TVINMMPOBAHUE fio Bupa: C.albicans/C.glabrata/C.krusei - AHK

(croHa)

KaHgnpa TVINMNPOBAHUE fo eupa: C.albicans/C.glabrata/C.krusei - AHK

(3sKynsT)
XenukobakTepunos

XenmkobaxTep MWIopK - aHTUTeNa CyMM
AnTUreH Helicobacter pylori B kare

XenvkobakTep nuiopu - AHK (kar)

Ackapuia - aHTuTena lg E
Ackapuga - aHtuTena lg G
Jiambrms - aHTuTena lg M
Jiamorms - aHTvTena Cymm
Onwmcropxus - aHtuTena Ig O
Tokcokapa - aHTuTena lg G
TpyxvHena - aHtuTena lg G

OXMHOKOKK - aHTVTena Ig G

Boppenva - aHtuTena lg M

BoppenvA - aHtuTena lg G

BpyLeves - aHtuTena Cymm (PITFA)

JydimepuiiHb I aHaTokewH - aHTuTenna Cymm (PITA)

VepcuHus sHTepokoruT (AT K Yersinia enterocolitica) - aHTUTea Cymm.
1PMrA-03:091

AT K Yersinia enterocolitica IgA

AT K Yersinia enterocolitica IgG
MceBaoTy6epkyres (AT K Yersinia pseudotuberculosis ) - aHTUTeNa cymm

Kokroww (Bordetella pertussis)- Ig M
Kokstowl (Bordetella pertussis)- Ig G

450
240

240

240

240

240

240

240
240
240
240
240

650

650

650

650

650

650

650

650

380
750
450

520
480
380
380
480
350
350
480

550
550
550
550
650
1200
1200
650

650
650

ool

]

§ 2 8 &8 8§

5

g 3§

<3 OH
1mH
1
1H
1mH
1mH
1pH
1
1mH
1mH
1H
1H
<5 mH
<58H
<5mH

<5 gH

<5 mH

<5 mH

<5 H

<5 H

<5pH
<6 oH

<3 mH

<5 mH
<5pH
<5aH
<5aH
<7 [H
<5pH
<7pH

<7 [H

<7 [H
<7 mH
<8H
<8H
<8 oH
<13gH
<13gH
<8 gH
<9 gH

<9 gH

A26.06.055n

A26.20.055n

A26.20.055n

A26.20.055n

A26.20.055n

A26.20.055n

A26.08.055n

A26.08.055A

A26.28.055n

A26.21.055n

A26.07.055n

A26.00.055n1

A26.20.048n

A26.20.048n

A26.20.048n

A26.20.048n

A26.08.048n

A26.08.048n

A26.07.048n

A26.00.048n

A26.06.033

A26.19.020

A26.19.033n

A26.06.121n

A26.06.121n

A26.06.032n1

A26.06.032

A26.06.062

A26.06.080

A26.06.079

A26.06.024

A26.06.011.001

A26.06.011.002

A26.06.012.004

A26.06.104

A26.06.093

A26.06.093n

A26.06.093n

A26.06.094n

A26.06.103n

A26.06.103n



751

752

753

754

755

756

57

758

759

760

761

762

763

764

765

766

767

768

769

770

71

772

773

774

775

776

T

778

779

780

781

782

783

784

785

786

87

788

789

790

791

13232

132321

132322

13234

13235

13240

13250

132501

132502

13251

13243

132411

132412

13244

13245

132441

13246

13247

1401

1402

1403

1404

1406

1407

14071

14072

1443

14431

14432

14.44

1408

14081

14082

1409

1410

14101

14102

14103

14104

141

1412

Kokntow (Bordetella pertussis) - AHK (cockob)
Kokstoww (Bordetella pertussis) - AHK (cockob u3 3eBa)
KokstoLwl (Bordetella pertussis) - AHK (cockob 13 Hoca)
Koo (Bordetella pertussis) - AHK (crntoHa)

Kokntowu (Bordetella pertussis) - AHK (apyroii 6/iv)

AT K B030yaUTeNsaM 6pHOLLHONO TUha U Apyrx carbMoHeviesos (¢ Vi-
aHTVIreHHbIM Ca/TbMOHESUTe3HBIM MarHOCTVIKYMOM W Ca/bMOHesViesHbIM O-
aHTUreHHbIM KOMIVTEKCHBIM yiar HOCTUKYMOM)

CTperTokoKK rpymnbl A rem. (Str. pyogenes) - IHK (cocko6)
CrperTokokk rpynnbl A rem. (Str. pyog) - AHK (cockob u3 Hoca)
CTperTokoKK rpynnbi A rem. (Str. pyog) - AHK (cockob u3 3eBa)
CTperTokoKK rpynnbl A rem. (Str. pyog) - AHK (apyroii 6/m)
CTperToKoKK NHeBMOHYA (Str. pneumoniae) - AHK (cockob)
CTperToKoKK nHeBMoHUA (Str. pneum.) - AHK (cockob 3 3eBa)
CTpermoKoKK nHeBMOoHUS (Str. pneum.) - AHK (cockob 113 Hoca)
CTperToKoKK NHeBMOHMS (Str. pneumoniae) - AHK (MokpoTa)
CTPernToKoKK MHeBMoHYs (Str. pneumoniae) - AHK (apyroii 6/iv)
CrpenToKoKK rpyrnbi B (Streptococcus agalactiae) - IHK (cockob)
LLre/vibl 3oHHe - aHTUTeNa cymm. (PITA)

LLrennbl drexcHepa - aHTuTenia cymm. (PIFA)

14. MKPOBUNOJTIOIMYECKUE NCCNEAOBAHUA

IMoceB KPOBY Ha MATOreHHYH0 KULLEUHYO rpyrniny ¢ YAMIT (remoky/sTypa)

IMoceB KPOBY Ha a3p06HYHO U (haKy/bTaTMBHO-aHaspO6HYH0 MUKPOGYIOpY €
YAMI

lMoceB Karia Ha KNLLEYHYHO MUKpodyiopy ¢ UAMIT 1 Gakdaravm
(omcbaxTepuos)

IMoceB Karia Ha MaToreHHYH KULLEYHYHO Mpyniy (Ca/IbMOHe/Vibl, LLUe/ib|,
3HTEoOMaToreHHbIe aLeonxum) ¢ UAMIT (ymsrmynna)

IMoceB Karia Ha 30/10TUCTLIA CTAIOKOKK: St. aureus ¢ YAMI

IMoceB Ha 30/10TUCTB IV CTaMMOKOKK: Staph, aureus ¢ UAMI

IMoceB Ha 30/10TUCTBIV cTadmiokoKK: Staph, aureus ¢ YUAMIT (oTaensiemoe
3eB3)
IMoceB Ha 30/10TUCTBIV cTadmiokoKK: Staph, aureus ¢ YUAMIT (oTaensiemoe
Hoca)

II_II%A%'Iﬂa 30M10TUCTB I CTAMIOKOKK: Staph, aureus 6e3 onpeesieHns

IMoceB Ha 30/10TUCTBIV CTAWIOKOKK: Staph, aureus 6e3 onpenesieHns
YAMI (oTgensiemoe 3e8a)

IMoceB Ha 30/10TUCTBIV CTAWIOKOKK: Staph, aureus 6e3 onpenesieHns
YAMI (oTzensiemMoe Hoca)

IMoceB Ha 30710TUCTb IV CTadMIoKOKK (MRSA): Staph, aureus 6e3
onpegeneHus YAMI

IMoce Ha AudirepuiiHyto nanouky: Corynebacterium diphth.

lMoceB Ha AudirepuiiHyto nanouky: Corynebacterium diphth. (oTaensiemoe
3eBa)

MoceB Ha AudirepuiiHyto nanouky: Corynebacterium diphth. (oTaensiemoe
Hoca)

IMoces Ha Kanayay: Candida albicans/ glabrata/ tropicalis/ krusei/ap. ¢
YAMIM

IMoceB Ha MuKoriasMa xoM, Ypearviasvia ovosapb! cymm, ¢ UAMI
(cockob)

IMoceB Ha Mikoriasma XoM, Ypearviasvia 6rosapbl cymv, ¢ UAMI
(cockob v3 BrarasnLLg)

IMoceB Ha Minkoriasma XoM, Ypearviasvia 61osapbl cymv, ¢ UAMI
(cockob 13 LfKkaHaria)

MNoceB Ha MKoriasma xom, Ypearviasva ovosapb! cymm, ¢ UAMI
(cockob 113 ypeTpbl)

IMNoceB Ha MuKoriasMa XoM, Ypearyiasma ovosapb! cymm, ¢ UAMI
(@sKynsT)

MoceB Ha MiKoriasmMa XoM, Ypearuiasma ovosapbl cymm, ¢ YAMIT (moua)

MoceB Ha M/ch ¢ YAMIT oTzensieMoe Brara/imLg

420
420
420
420
420

540

420
420
420
420
650
650
650
650
650
650
650
650

650

950

950

650

650
650

650

650
580
580

580

780
650

650

650

950

1200

1200

1200

1200

1200

1200

850

§ 8 8 § 8

:

§ 8 8 8 3 8 8 3% %8 8

<5 mH
<5 mH
<5 gH
<5 gH

<5 oH

<8 gH

<5 mH

<5 gH
<5 mH
<5mH
<5mH
<5 gH
<5 mH
<5mH
<5 H
<5mH
<8pH

<8mH

<14pH

<14pH

<10gH

005 oH

<10gH

<7pH
<7 OH
<7 oH
<7 oH
<7 pH
<7 mH

<7 mH

<10gH

<10mH

<10pH

<54H

<4 pH

<4 pH

<4aH

<4pH

<4 pH

<4 pH

<70H

A26.20.103n

A26,08.103n

A26.08.103n

A26.07.103n

A26.00.103n

A26.06.073

A26.20.000A

A26.08.000n

/A26.08.000A

/A26.00.000A

A26.20.052A

A26.08.052

A26.08.033

A26.00.052A

A26.00.052n

A26.20.000A

A26.06.097

A26.06.098

A26.05.002

A26.05.001

A26.05.016

A26.19.079

A26.19.044n

A26.20.044A

A26.08.044A

A26.08.044A

A26.20.044n

A26.08.044A

A26.08.044A

/A26.08.044.000A

A26.20.001n

A26,08.0011

A26.08.0011

A26.20.046n

A26.20.004n

A26.20.004n

A26.20.004A

A26.21.004

A26.21.004A

A26.28.004n

A26.20.008A



792

793

794

79%

796

97

798

79

801

802

804

806

807

809

810

811

812

813

814

815

816

817

818

819

820

822

823
824

825

826

827

828

1414

1415

14161

1417

1418

1419

1420

1421

1422

1423

1424

1425

1426

1427

1428

1429

1430

1431

1432

1433

1434

1435

1436

1437

1438

1439

1440

1441

1442

15110

15129

1513
15111

15112

15113

15114

1555

MoceB Ha W/th ¢ YAMI oTziensiemoe ByJibBbl

MoceB Ha M/th ¢ YAMI oTzenseMoe 3eBa

MoceB Ha W/th ¢ YAMI oTaensiemoe Hoca

IMoceB Ha M/t ¢ YAMIT oTensemMoe KOHBHOHKTVBbI 171834 JEB.
MoceB Ha W/th ¢ UAMI oT/e/155eM0e KOHBHOHKTVBb I /1832 MpaB.
IMoces Ha M/th ¢ YAMIT oTaensiemoe HOCOr/I0TKM

IMoceB Ha M/t ¢ YAMIM 0TZeAemMoe OKOMOHOCOBbIX MasyX
MoceB Ha M/ch ¢ YAMIT oTzensiemoe MapazioHT. KapMaHa
MoceB Ha Mth ¢ YAMIT oTziensieMoe paHeBoe

MoceB Ha W/th ¢ YAMI oTe/1s5emoe poTor/IoTKA

MoceB Ha M/ch ¢ HAMIT oTzensiemoe YpeTpbl

IMoces Ha M/ ¢ HYAMI oTZeNsAemoe yxa /ieBoro

MoceB Ha M/th ¢ UAMIT oTe/1s:emoe yxa MpaBsoro

IMoceB Ha M/th ¢ YAMIT oTaensiemoe LIEPBMKATLHOMO KaHara
TMoceB Ha M/th ¢ YAMI oTaensiemoe LLEAKN MaTKA

IMoceB Ha M/th ¢ YAMIT cockob € MOBEPXHOCTU KOXM SILA
IMoceB Ha M/th ¢ UAMI cockob ¢ MoBEPXHOCTU MUHLIVH
MoceB Ha M/h ¢ UAMIT cockob € MOBEPXHOCTU LLEKU

MoceB Ha M/h ¢ YAMIT ceKpeT npocTarbl

IMoceB Ha M/th ¢ YAMIT coaep>kvmoe THOMHMKA

MoceB Ha M/th ¢ HAMI cogepxmmoe MycTyrbl

MoceB Ha M/ch ¢ HAMIT cogepxmmoe pypyHKya

MoceB Ha M/ch ¢ YAMIT rpyaHOe MOJIOKO U3 JIEBOI MK
MoceB Ha M/h ¢ UAMIT rpyaHOe MO/IOKO 113 MpaBoi MHK
MoceB Ha M/h ¢ YAMIT MokpoTa

MoceB Ha M/h ¢ UAMI moya

MoceB Ha M/ch ¢ YAMIN asikynsT

IMoces Ha M/ch ¢ YAMIT apyroii 6/m

JononHyTenbHoe mccnenoBaHue (K CriedyroLLyim rmyHkTam: 14.12-14.37,
14.39-14.41)*" 1 ... . : Wow T
PacLLmpeHHast naHerb ONpPeaeieHns YyBCTBUTEBHOCTY K aHTUMKDOGHLIM
nperiaparam (8 nperaparos)

15. AYTOMMMYHHbIE NCCNEAOBAHNA

CucTeMHble ayTONMMYHHbIe 3aboneBaHus

(CKB, ayTOMMMYHHbI€ BACKYNUTbl, @y TOMMMYHHbIe NOPa>KeHNa NoYvek
uap.) " =
AHTVISIAEPHBEE (@HTUHYKreapHbE) aHTUTeNa, ANA (CKPUHUHI 6on1esHel
COEVHUTENBHOM TKaHW, CTD-CKPUHUHI)
AHTVSIEPHBEE (AHTVHYKIEaPHbE) aHTUTesa (MIMMYHOG/IOT; KOMIIEKCHOe
uccrefoBaHye): AT KsfepHbIM aHTUreHam: SS-A52, SS-AB0, SS-B, RNP,
Sm, ueHTpomepa B, Jo-1, Scl-70, prbocomaribHbIi 6eiok
AnTVTeNa K aByxuernodeyHon JHK (a-puaHK) 1gG

AHTVITE/NA K SKCTPArvpyembIv - SIEpHbIM aHTUreHaM (ToMyKo/nY.)

AHtuTena (IgG) K HyKreocoMam

CKPUHVHT GOJIE3HEN COBAMHTE/LHOM TKaHM (KOMIIEKCHOE UCC/IEZI0BaHVE):

AHTUALEPHBIE (@HTUHYKTeapHbie) aHTUTENa (ANA-CKDUHUHT), AT K 2-X
crvipansHoi IHK  1gG (dsDNA), AT KaKcTparupyeMbIM SIEPHbIM
aHTUreHam

AHTVHEATPOWIbHbIE aHTUTENA W aHTUTENa K 6a3asTbHOI MebpaHe
r7I0Mepyn MoYKy (MMMYHOG/10T; KOMI/IEKCHOE MCCrefoBaHue): AT K
npoTenHase-3 (anti-PR.3), AT K Muyesionepokemaase (anti-MPO), anti-GBM

AHTVHEATPOWTbHBIE aHTUTENA - PACLLPEHHBIA NPOtTb (KOMIUIEKCHOE
uccriefioBaHye): AT K aHTUreHam: npoTenHasa-3 (anti-PR3),
Muienonepokenaasa (anti-MPO), 6enok BPI, anacTasa, karericvH G
JM30LMIM, NAKTOEpPUH

850
850
850
850
850
850
850
850
850
850
850
850
850
850
850
850
850
850
850
850
850
850
850
850
850
850
850
850
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1200

3100
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2 800
1200

1800

1800

2800
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Kon/monyk
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WMMYHOGN
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<7 [H
<7 mH
<7 oH
<7 pH
<7 pH
<7 pH
<7 pH
<7 pH
<7 pH
<7mH
<7 pH
<7mH
<7 mH
<7 mH
<7 pH
<7 oH
<7 oH
<7 pH
<7 oH
<7 mH
<7 [H
<7 pH
<7 pH
<7pH
<10pgH
<70H
<7 [H

<7 [H

<7pH

<8 mH

<5mH
<7 mH
<18H

<8mH

<8 mH

<13pH

A26.20.008n

A26.07.004

A26.08.006

A26.26.004

A26.26.004

A26,08.004n

A26.08.004n

A26.07.002

A26.02.001

A26.08.001n

A26.08.001n

A26.25.001

A26.25.001

A26.20.008n

A26.20.008n

/A26.00.000n

A26.08.005

/A26,00.000n

A26.21.008n

A26.01.001

A26.01.001

A26.01.001

A26.30.009

A26.30.009

A26,09.010

A26.28.003

A26.21.026

/A26,00.008n

A26.20.008n

A12.06.057

A12.06.057

A12.06.010n
A12.06.061

A12.06.061n

A12.06.061

A12.06.061n

A12.06.061n



829

831

832

836

837

839

841
842

846

847

1556

1557

15115

15116

1560

1561

117

1510

L

15127

15128

1565
1566
1567

15119

1569

15121

15122

1555

1573

AHTUTENA NPV MVO3UTaX (KOMIUTEKCHOE VCCIgR0BaHYIe, MMMYHOG/OT): AT K
aHmmreHam M2, Jo-1, PL-7, PL-12, PM-Scl-100, Mi-2, Ku(p70/80), SRP,
Rip-P

AHTUTeNa K Clq thakTopy KOMrUiemeHTa

JyiarHocTvka rpaHyriemMarto3HbIX BaCKy/IMTOB (KOMMUIEKCHOeE Mec/ieoBaHue):
AHTUAIEPHDBIE (AHTVHYKITeapHbE) aHTUTeNa (ANA-CKPUHUHN) +
AHTVHEATPOGWTbHBIE aHTUTENA (PacLLMpeHHas MaHesb: anti-PR3, anti-
MPO, anti-BPI, AT Kanactase, KaTercyHy G, iv3oLmMy, STaKTodeppriHy)

JyiarHocTvka ayToMMMYHHOIO MOPaXeHVs MoYeK (KOMIUIEKCHOe
ccreaoBaHyie): AHTUAIEPHbIE (BHTVHYKIeapHbE) aHTUTeNa (ANA-
CKPUHUHI), AHTVHEATROWIEHbEE aHTUTENa (UMMYHOG/OT: anti-PR3, anti-
MPO, anti-GBM)

PeBMaTOMAHbIA apTPUT
AHTUTENA K LIMK/IMYECKVM LTPY/VIMHAPOBaHHLIM rertruaam (anti-CCP)

AHTUTENA K MOAVMLPOBAHHOMY LITPY/UIMHPOBAHHOMY BUMEHTUHY
(aHT-MCV)

JyiarHocTvKa cepoHeraTBHOMO PeBMaTOMAHOMO apTpuTa (KOMIVIEKCHOE
VccriefoBaHyie): PeBMaTOMaHbIA (haKTop, AHTUTENA K LKIMYECKUM
LMTPY/VIMHAPOBaHHLIM rermgam (anti-CCP), AHTUTeNa K
MOAVHLIPOBAHHOMY LIMTPY/VTHUPOBAHHOMY BUMEHTUHY (aHTU-MCV)

AHTUochoMmMNMaHLIA CMHAPOM

AHTUTENA K thocchormnmaam 1gM (CymmvapHbie aHTUTeSTa K KapavionvnuHy,

chocthaTnannceprHy, octhaTUaIMHO3UTONY, (hocthaTUaUIOBOIA KUC/IOTE U
b2-rnvkonpoTenHyl)

AHTUTENA K thocthonmnmnaam 19G (CymmapHble aHTUTESa K KapavionnnvHy,

thocchaTnamnceprHy, octhaTUmAIMHO3UTOITY, (hocthaTUANIOBOIA KUC/IOTE U
b2-rnvkonpotenHyl)

AHTUTENA K KaparormnuHy 1gG (konny.) [t=-20 QOF*

AHTUTENA K KapavonmnHy IgM (konud.) [t=-20 QO

BouaHouHb I aHTVKoarynisHT [t=-20 QO*
AHTUTENA K 6eTa2-rnvkonpoterHy 1gG (konmy.)

AHTUTENA K 6eTa2-rMKonpoTenHy IgM (kommy.)

JyarHocTiKa BTOPUYHOrO aHTUGOCHOIMMAHOIO CUHAPOMA (KOMIUTEKCHOe
1cernenoBaHye): AHTUTeNa K kapamonvnuHy 19G, AHnTena K KapavionmniHy
IgM, AHTUAEPHBIE (AHTVHYKIeapHbIE) aHTUTeNa (ANA-CKPUHIHD)

AYTOUMMYHHbIE TENATUTLI n

AyTOaHTUTENA K aHTUreHaM MneYeHn/NMomKerTy04HON dxenesbl + AHTUTeNa K
I/13[IKOM MyCKyraType (KOMI/IEKCHOE MCCIe0BaHVE, MMYHOO/OT): AT K
aHTUreHam: aHTUMUTOXOHApUabHbe (AMA-M2), aHTVsinepHbEe (SpIOG,
gp210), pacTBOpPUMbIA @HTUrEH MeveHWMOMKesTyL0HHON Xeresbl (SLA/LP),
aHTUreH MMKPOCOM MeveHn 1 noyek 1 tuna (LKM-1), usoriasvaTieckmia
aHTTeH neyeHn 1 tuna (LC-1), aHTUreHbl r1aaKoii MyckKyraTypbl (F-akTvH,
TPOMOMVO3MH, asibtia-akTUHH)

JyiarHocTvka ayToMMMYHHbIX 3300/1EBaHII MeyeHn (KOMI/IecHoe
pacLLMpeHHoe 1cc/eoBaHye):

AHTUAREPHDBIE (AHTVHYKITeapHbE) aHTUTeNa (ANA-CKDHWHN) +
AyTOaHTUTe/a K aHTUIeHaM MeyeHI Y MOMKeTyA0HHOM Xeresbl + AHTUTENa
K [T13aKoi Myckynatype (MvmyHo610T) (AMA-M2, splOO, gp 210, SLA/LP,
LKM-1 LC-1, F-aKTvH, M1O3UH1AECMIH)

[varHocTvika ay TOMMMYHHBbIX U BOCMa/IMTeNbHbI%3ab0eBaHnA XKKT

AHTUTE/A NPU Yy TOUMMYHHBIX 1 BOCM/INTENbHBIX 3a60/1eBaHMAX XKKT
(ayTOMMMYHHB I racTpUT, MEPHULMO3HAA aHeMUS, LIEMvakyst, 6071e3Hb
KpoHa) (KoMr/ieKcHoe 1ccriejoBaHvie, UMMYHOG/OT): AT K IiiaivHy, AT K
TKaHEBOW TpaHcryTammHaze (tTG), AT K BHyTpeHHeMy chakTopy (KacTra),
AT KnapveTa/ibHbIM KeTKam xenyfika, ASCA-AT K Saccharomyces
cereviviae

AHTVHEATPOWbHBIE aHTUTENA - PacLLPEHHBIA NPotb (KOMIUIEKCHOE
uccrefoBaHye): AT K aHTUreHam: npoTtenHasa-3 (anti-PR3),
Muernonepokeraasa (anti-MPO), 6enok BPI, anactasa, KarerncH G,

JVB0UMM, NaKTOEPPrH
AHTVTENA K TKaHeBO TpaHcryTammHaze (tTG) 1gA (IgA T1T) (kormy.)

3700

1200

1800

2 500

1800

2 800

2200

850

850

1020

1020

750
1600
1600

2600

3200

3500

2200

2 800

1200

oo

g

g 8 § 38

oo
MWHED

ool

K

< 8oH

<18 H

< 13pH

<8 mH

< 5mH

< 13gH

< 13pH

<14pH

<14pH

<7 mH

<7 pH

<58H
<7 mH
<7pH

<7 BH

<8 gH

<8mH

<8 oH

< 13gH

< 10gH

A12.06.061n

A12.06.061n

A12.06.061n

A12.06.061n

A12.06.052

A12.06.062

A12.06.062

A12.06.030n

A12.06.030n

A12.06.029n

A12.06.029n

A12,06.000n
A12.06.051n
A12.06.051n

A12.06.030 A12.06.029
A12.06.057

/A12.06.000n

A12.06.000n

A12.06.000n

/A12,06.000n

A12.06.056



849

850

851

852

854

857

859

861

862

863

864

865

866
867

868

869

870

871

872

873
874
875
876
877

878

879

1542

1575

1536

1537

15129

15130

1577

15125

15131

1534

1545

15132

1541

1569

1583

1584

1585

1586
1587

1589

1590

159

1592

1593

1504
1507
1505
1506
1501

1502

1503

AHTUTENA K TKaHEBOV TpaHCryTamvHaze (tTG) 1gG

JyarHocTvKa LIENMakm - CKPMHMHI (KOMIMN/IEKCHOE MCCTIE0BaHVE):
AHTUTESA NPY QY TOUMMYHHBIX 11 BOCTI&/TATEIbHBIX 3260/1eBaHMSX XKKT
(MMMYHOG/10T) + AT K TKaHeBO TpaHcr/lyTamyHase (tTG) IgA (kormd.)

AHTVITENA K rvaavHy 1gA
AHTUTENA K rvaguHy 1gG
AHTUTENA K [e3aMVHMPOBAHHBIM MernTgam anbga-rviaavHa 1gA
AHTUTESNA K [e3aMVHNPOBaHHBIM MernTam anbga-rivaamHa 1IgG

AHTUPETUKY/IMHOBbE aHTUTeNa KraccoB 1gG 1 IgA (APA) (HPND)

JvdhepeHLpianbHas ayarHocTUKa 60/1e3H1 KpoHa 1 HecneLmiimyeckoro
S13BEeHHOr0 KO/MTA - CKPVHUHI (KOMIUIEKCHOE VICCTIEN0BaHME): AHTUTENA
Npy ayTOUMMYHHbIX 11 BOCTI/ITESTbHBIX 3a6071eBaHsIX XKKT (MMMyHO6/10T)
+ AHTVHEATPOWIEHbEE aHTUTESa-pacLLMpeHHas MaHesb (AT K aHTVreHam
PR3, MPO, BPI, anactasa, KaterncuH G, /i30LMM, TaKTodeppuH) «
KarnbrpoTeKTVH (B Kark)

AHTVTENA K UToriasme Herpodwios, ANCA knacca IgA
AHTVITENa K LmTornniasmve HelirpodwioB, ANCA knacca IgG
AHTUTeNa Saccharomyces cerevisiae, ASCA knacca IgG
AHTUTeNa Saccharomyces cerevisiae, ASCA kracca IgA

AHTUTENA K MapUETa/IbHbIM KIETKAM MKeyaKa

Ay TOMMMYHHbIE MapKEPbI NOAYKENY0UHON YKenesbl

AyTOaHTUTENa K aHTUreHaM MeYeHW/ NomKeTyJ0HHON >enesbl « AHTUTeNa K
I1aKoM MycKynaType (KOMI/IEKCHOE MCCTeoBaHVie, MMYHOG/IOT):

AT K aHTUreHaM: aHTUMUTOXOHApYaTbHbE (AMA-M2), aHTUAIEpHBE
(splOQ, gp210), pacTBOPUMBIA aHTUFEH NEYEHW NOMKESTYI0HHOI XXenesbl
(SLAVLP), aHTVIreH MMKpOocoMm reveHy 1 noyek 1tmna (LKM-1),
UMTOM/Ia3MaTUHECKUIA aHTTeH neveHn 1vna (LC-1), aHTureHbI rgaKoi
MycKyraTypb! (F-aKTVH, TPONOMUO3WH, asibiia-aKTUHIH)

AHTUTENA KTUPO3UH-hocthaTase (aHTu-1A2)

OnpepeneHvie KoHUeHTpauwm 1gG4 nogknacca UMMYHOr 106y IMHOB
(orarHocTUKa ayTOMMMYHHOTO MaHKPeaTuTa)

[JunarHocTrKa ay TOMMMYHHbIX 3a00/1eBaHN NErKNX 1 cepaua
AHTUTENA K MrOKapay (ACM)

AyTOMMMYHHbIE 3860/71EBaHNS KOXKN

AHTUTENA KECMOCOMaM KO (AOA)

AHTUTENA K 6a3anbHoN MembpaHe Kok (ABM)

AYTOVIMMyHHbIe 3a60/1eBaHNS B HEBpPO/1I0rnn (aHTVITE‘]'Ia K aHTUreHam
HepBHOVI TKaHU U CKENeTHbIX MblLLlM)

AHTVTENA K CKEMETHBIM MbILLLIBM ([MArHOCTVIKA MUSCTEHI)

AHTUTENA K raHrmMosvgam ( 1gG+gM) B cbiBOPOTKe (KOMIVIEKCHOe
uccreaoBaHre, MMYHOG/OT): AT K aHTUreHam: GM1, GMR2, GM3, GVK,
GDla, GDIb, GD2, GD3, GTla, GTIb, GQIb, cynstatHa

AHTUTENA K raHrmosvgam (IgG) B CbIBOPOTKeE (KOMIUIEKCHOe
uccreaoBaHre, UIMMYHOG/MOT): AT K aHTUreHam: GML, GMR2, GM3, GVK,
GDla, GDIb, GD2, GD3, GTla, GTlb, GQIb, cynsthammg

AHTUTENA K raHrvosungam( IgM) B CbIBOPOTKe (KOMIIEKCHOE
uccrefoBaHvie, UIMMyHOO/MOT): AT K aHTUreHam: GML, GM2, GMS3, GVH,
GDla, GDIb, GD2, GD3, GTla, GTlb, GQIb, cynsthamg

AHTUTENA K raHrnosvgam (1gG) B /IMKBOpe (KOMIUIEKCHOE MCC/ef0BaHIE,
UMMYHO6/10T): AT K aHTUreHam: GM1, GM2, GM3, GM4, GDla, GDIb,
GD2, GD3, GTla, GTlb, GQIb, cynstatug

AyTOMMMYHHaA NaToM0MMs B 3HLOKPUHONOTAW W PENPOAYKLW  Br [ A
AHTUTENA K CTEPOVANPOLAYLIPYHOLLM KETKaM H3AMOHeHHKOB
AHTUTENA K TEKa/bHLIM KIIETKaM SINHHVKA

AHTUTENA K CTEPOVANPOLAYLIPYHOLLIM KETKaM SMHKa

AHTUTENA K CTEPOMANPOAYLIMPYIOLLIM KNETKaM IVIaLEHT |

AHTVITENA K 0BApUa/TBHBIM aHTUFEHaM (CyMMapHBEE)

AHTVITENA K CrIEPMasTbHBIM aHTUMEHaM (CyMMapHBEE)

AHTUTENA K CriepMasibHbIM aHTUreHam Ig G
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MMyHO6710
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< 10gH

< 8aH

<7 pH
<7 mH
<7 oH
<7 mH

< 18pH

< 13gH

< 18pH
< 18mH
< 184H
< 18mH

< 18mH

< 84H

< 18mH

< 18pH

< 18mH

< 18gH
< 18H

< 18mH

<8pH

< 8pH

< 8pH

< 18mH
< 18pH
< 18gH
< 18gH
< 14pmH

< l4pH

< 44

A12.06.056n

A12.06.000n

A12.06.055n

A12.06.055n

A12.06.055n

A12.06.055n

A12.06.000n

A12.06.000

A12.06.000
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A12.06.000

A12.06.000
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A12.06.000n

A12,06.000n

A12.06.000n

A12.06.023
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881
882

887

889
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89%6
897

898
899

901
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g8

905
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910
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912
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914

915

916

917

918
919
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159

15%
15.9%

1597

1598

159

15100

15101

1540

1543

16.07

16.27
16.28
1629

1601
1602
1603

16.30

16.06
1606

1609
16.10
1608

1612
611

1614
16.15

1604
16.16

1620
1621
1622
1623
1624

1625

10.105

16.26

1701
53-El8

17.02

JononHnTenbHble ay TOVMMYHHbIE UCC/IEA0BaHNSA
AHTUTENA K TpoMmboumTam 1gG (HPAD)

AHTVHyKeapHbIA thakTop (AH®) Ha HEp-2 KreT.iHmn (HPVD)

AHTVINEpPUHYKIIEapHbI (hakTop Ha Hep-2 KneT.Hn (HPAD)
JyiarHocTvka BoCayATe/TbHb X MOKapAVoNnaTia (KOMIIeKHoe
VcCrefjoBaHyie): AHTUTENA K MVIOKapLy, AHTUTENA K MUTOXOHIPUSM +
3aK/THo4eHVe Bpayia

JyarHocTVKa NapaHeonIaCTUHECKUX 3HLIEGAIMTOB (KOMIUTEKCHOe
uccrefoBaHve): AT K aHtireHam Yo-1, Hu, Ri, Ma, Amphyphisin +
3aK/THO4eHVe Bpayia

JvarHocTrka My3bIpHbIX EPMaTo30B (KOMIUIEKCHOE MccrieoBaHue): AJA,
ABM + 3aK/o4eHVe Bpaya

PacLLIMpeHHOe CrieLyianMavpoBaHHOe McCreaoBaHue s
vidichepeHLVIanbHOI AMarHOCTVIK KOSATOB (KOMIIEKCHOE VCCTIEA0BaHVE):
AHLUA 1gG n IgA, ASCA IgG 1 IgA, aHTUTeNa K 60KaioBUIHEIM KETKaM
K/ILLEYHVKA U MPOTOKaM MODKeSTyA0HHON >Keresbl + 3aK/To4eHVie Bpadia

PacLLMpeHHoe crieLyian avipoBaHHOE UCCTIER0BaHIIE 1A ANArHOCTUKMA
Lenakum (KOMINJIEKCHOE MCCieioBaHuE):

AHTUTENA K3HAoMM3MIO (ADA); AHTUTENA K TKAHEBOI TpaHCTyTaMyHase
(TTT), AHTuTena K riviaaguHy 1gA 1gG (AFA 1gA, 19G), AHTUTENa K
peTukynHy 1gA (APA IgA) + 3aK/io4eHVvie Bpada

AHTUTENA K MUTOXOHZPUAM, AMA-M2

AHTUTENA K 3HAOMM3MIO IgA

16. NEKAPCTBEHHbIA MOHUTOPUHI

CepgeyHble rmKo3nabl 7
JVIrokcvH

i -
Taxponmmyc
Cuponmmyc
LikrocropyH
AHTVKOHBYNBCAHTbI, NMPATWBONMUIENTNYECKVE MPEnapaThl
BarbnpoeBast KucsoTa ([JeraxkuvH)
KapbamazenuH (PurHnencuH, Terpetos)
JlavoTpymKvH

Tormpamar
DeHNTONH
deHobapbuTan

WAHTUMOMOTUKM 1, *, 1 - Ne ... WAa? A* «C T > - 4

FeHTaMMLMH (NpyioxuTL 0bpasel, Nperaparal)
TobpamMmLVH (MpWIoXUTL 06paseL, nperaparal)
BaHKOMMLIH (Mprioxu b obpasel, nperaparal)
AHTUaPUTMUNYECKVIE CPeaCTBa
XUHUOVH (NpuioxuTs obpaseL, npenaparal)
MpokanHammn, (MpUIoXUTL 06pasely, nperaparal)
;HecTeponHble NpoTUBOBOCNAIMTESbHbIE MpenapaThbl
MapavieTamon (AueTam1MHOMEH)
Camvupriarbl
[pyrvie nekapcTBeHHbIE MpenapaThl
Teo®PwmH
TpULKINYECKVe aHTULEMPECCAHTBI (MPWIOXUTL 06pasel), nperapatal)
(MpwioxU1TL 0bpaseL, Nperaparal)

KaHHabuHouab1 B pasoBoii NopLvivi Mo4m

KokavH B Ba30BO/ MOPL MO4M

MeTamdeTamMyH B pasoBoii NMopLvv MoYm

OnviaTbl B pasoBoii MopLymn Mo4M

AMETaMVH B pa3oBOiA MOpLM MOUM

BpenHble NpMBLMKYA (KOMIMIEKCHOE MCCMEN0BAHIE): HUKOTVH,
MCYIXOTPOMHbIE Y HAPKOTVYECKYIE BELLIECTBA, MCVX0aKTUBHbE
NIEKAPCTBEHHBEE BELLIECTBA B MO4e

17. ANNNEPTOJTIOI MYECKWME NCCJ/TIEAOBAHUA
KaTVOHHbIA NPOTeVH 303VIHOQII0B
Tpvirrasa

VHaviBMayanbHble asiiepreHbl

VHavBMayanbHble anneprenbl IgE, NonHbIA nepedeHb B MpurioxeHnn Nol,
pesy/bTaT KO/MHeCTBEHHbINA

3BKamr IgE

Liedpaxriop 19G

MuKc-arniepreHbl, NoMHbIA NepedeHs B MprnokeHn No2, pesyribTtar
KO/IMHECTBEHHbIA
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< 6aH
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922

923
924
925

926

927

928

929

930
931

932

933

934
935

936

937

938

939

AUl

942

946

047

949
950
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952
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954
955

956
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958

959

17.330

17331

17.332
17.333
1734

17.335

17.336

17.337

17.338

17.339
17.340

17341

17.342

17.343
17.344

17.345

17.346

17.347

17.348

17.357

17.358

17.359

17.360

17.361

17.362

17.363

1801
1802
1803
1804
1806

1807

1808
1809

1525

18102

18103

18104

Annepronoruyeckrie naHem - 1
MaHenb morouHasA Nel, Ig E: Mo/ioKo KOpoBbLE, MOJIOKO KUMSAYEH0E, MOJIOKO

KO3be, Keqwip
MaHenb MonoyHasA Ne2, Ig E: a-nakTanbOyMuH, P-riakTor/iody/ivH, KaseyH,
AALO KyprHoe (Le/bHOe)

MaHenb Kpymbi Nel, 1g E: nuleHnLa, poskb, SUMEHb, 0BEC

MaHenb KpyrbI N2, 1g E: KyKypy3a, puc, rpeya, OTpyou MLLEH.
MaHenb msicHast Nol, Ig B cBuHUHa, roesg, 6apaHnHa, Kporvk

MaHenb MAcHaA N2, 1g E: neYeHb rossokbs, MACO YTKY, KypUHOE MSICO, MSCO
VHLEKA

MaHenb ooy Nel, Ig E ToMaTbl, MOpKoBb, KapTodesib, Kabauk/LyKVHA
MaHenb ool N2. Ig E GaksiaxaH, CBeKa, ThIKBa, Narpuka
MaHenb pbibHas Nel, Ig E: nocock/cemra, qoperb, ropbyLLa, cenbib

MaHenb pbibHas N2, Ig E: ckyMOpYIsi, Kapr, KPEBETKU, XeK
[MaHerb dypykTbl Nel, 1g E 6/10K0, rpyLus, abpukoc, BUALLHA

MaHerb dpyKTbl N2, Ig E: rpeiindpyT, anensCcuH, MaHaapyH, SIMOH

MaHenb qpyKTbl Ne3, Ig E: KybHMKa/3eMIsHVKa, KVBW, 6aHaH, Nepenk

MaHenb qpyKTbl Ned, Ig E: aHaHac, AbIHsA, apbys, BUHOTPaL
MaHernb crieuyn, 1g E /lyK, YeCHOK, YKPON, METPYLLIKA

MaHenb 606k, Ig E: ropox, coeBble 606bI, (acorb teast, HeldeBmLA

IMaHerb c6opHas, Ig E: nekapcKyie poxok, LLOKOa, Mpubbl
(LLaMNVHBOHD 1), Mes,

[MaHerb opexy, Ig E: MyHAasb, (vcTalLKu, MPeLKniA Opex, apaxuc
MaHesb aHTVEMOTUKY, 1g E: aMOKCULWIIVH, LNPOGYTOKCALVH,
TETPALWIK/VH, TEHTaVMLMH

MaHenb BbmoBast, anuTermiA, Ig E: anuTennin KoLK, anuTennia cobaxu,
SMUTENNA 1 LLEPCTD OBLb, SN TENNIA KPO/MKa

IMaHerb 6bmoBas, NMepes, 19 E: KypriHbe Nepbsi, NMepbst KaHapeiiky, nepest
BO/THVICTOrO MOMyraiiunka, repbsi rosty6s

[MaHeb BbmoBas, KreLLy foMallHel nbu, 1g E: dermatophagoides
pteronyssinus, dermatophagoides farinae, dermatophagoides microceras,
glycyphagus domesticus

[MaHerb NMbibLEBas, copHas, Ig E: ambposus 06bIKHOBEHHaS, MO/bHb
00bIKHOBEHHaS!, OlyBaHUMK, MOLOPOXHNK

MaHenb NbibLeBas, /yroeas, 1g E: exa cbopHas, 0BCAHMLA SyToBas,
TVMOGheeBKa /YroBasi, MSAT/MK STyroBOi

MaHenb NbIbLEBast, AepeBbs, 1g E onbxa cepast, 6epesa 6oposaByaTtas,
TOMNO/b TPEXTPaHHbIA, /na

MaHenb rprbkoBas, Ig E: penicillium notatum, cladosporium herbarum,
Candida albicans, aspergillus niger

18. TEEHETNYECKWME NCCNEOOBAHUNA

YCTaHOoB/MEeHVe POLCTBA

OTLBCTBO 2: OTeL, - pebeHok - MBL, 1. B.HoBropos
OTLOBCTBO 2: 0Tew,- pebeHoK - LIMIT, r. Mocksa
OTLEBCTBO 3: OTew, - pebeHOK- MaThb - MBL, 1. B.Hosropoz,
OTLEBCTBO 3: OTew,- pebeHoK- MaTb - LIMI, . Mocksa
Jnanb i/ MeHoKog, - MeHeTvyeckmii Macnopt 16 annereit

OTLEBCTBO: A0MNONHATE bHbI PebeHOK/poauTe b

Bblesp, crieLpanmcTa s B3sus Griomvartepriana 1 vac

Bblesp, crieupanvicTa A4St NpefcTaBneHys B cyge 1yac

HLA-TunuposaHue .. - »1Y» m>  w «
TunvposaHvie HLA-B27 (HLA reHotvinvposaHue | kracca, MNLIP)

HLA reHotynupoBaHvie 1l Knacca 41 napbl (KOMIIEKCHOe 00C1ef0BaHME)
(HLA-DQAL, HLA-DQB1, HLA-DRB1) 1uen.

dapmakol EH BapdapmH

OnpefienieHvie MOMMOPAIM3MOB, aCCOLIMMPOBAHHBLIX C METAG0/IM3MOM
BapapyHa (4 nommrodwsvia: CYP2C9 (430 O T (Argl44Cys)), CYP2C9
(1075 A>C (lle359Leu)), CYP4F2 (1347 O T (Val433Met)), VKORCL (-
1639 G>A))

VmmvyHol EH 1L.28B

OnpefieneHvie MOMMOPAI3MOB, aCCOLIMMPOBAHHBLIX C yHKLIAMA
vHTeprevikvHa 28B (Tepanus renatuta C) (rsl2979860 (OT), rs8099917
(T>G)

HacnencTseHHble 3a60/1eBaHNA
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eHeTUYeCKas MPeapPacrioNOXeHHOCTb K MyKOBUCLALO3Y 5
novmopdmamos B reHe CFTR: F508Del delta508 [Delta F508] 21-KB Del
CFTRdele2,3(21kb) 2143DelT [Leu671Terfs] G551D Gly551Asp
f1652G>A G511D1 Trpl 28Ter W1282X

CuHpom XKunktepa

OnpeneneHvie nHcepun (BapraHTa UGT1A1*28) B MpoMOTOpHO 06/1acT
reHa UGT1Al (UGT1A1*28; 7-TA insertion in promoter) METOAOM
CEKBEHMPOBaHWA

OnpegeneHre reHeTUYECKI OMoCpPeSoBaHHOTO PUCKa pasBuTUs
caxapHoro gnabeTa 1 Tvna

OnpeneneHvie BapraHTa B reHe PTPN22 (Arg620Trp; R620W) (caxapHbiid
[nabeT 1Tuna, peBMaTOWaHbIA apTPYT) METOAOM CeKBEHVPOBaHYIA

Prvick passuTLA caxapHoro avabeTta 1 vna. OnpeaerieHvie NosmMopgmnamoB,
acCoLMMPOBaHHbBIX C Pa3BUTVEM remMoxpoMaTosa (5 NormmopqwsmvoB:
PTPN22 (Arg620Trp; R620W), UBASH3A (rsl 1203203), UBASH3A
(rs2839511), VDR (b/B; Bsml Polymorphism), VDR (Apal Polymorphism))
METOL,0M CEKBEHVPOBaHWA

OnpefieneHvie reHe TUYECKW OMOCPefOBaHHOTO PUCKa Pa3BUT Vs
caxapHoro gnateTa 2 Tvna

MpenpacronoxeHHOCTb K OKUPeHUo U anabeTy (PPARG: 34 CG
(Prol2Ala), KCNJ11: C>T (Glu23Lys), NPY: A>G (Leu7Pro), FTO: T>A
(1VS1), LPA: T>C (11e4399Met), SREBF2: 1784 G>C (Ala595Gly))

OnipesereHvie BapriaHTOB B reHax TCF7L2 (RS 7903146: 1VVS3C>T),
PPARG (Prol2Ala; P12A), ADIPOQ (G276T) MeTOAOM CeKBEHMPOBaHYIS

HenepeHocMMOCTb TaKTO3bI i o "Tun
MEH meTabomava Jlaktosbl OnpeaesieHvie NosmMMopgm3MOB,
accoLMMPOBaHHbIX C HapyLLEHMAMM 06MeHa fakTosbl (MCM6 (-13910
T>C))

PasBepHyTOe reHeTUUeCKoe 06¢efioBaHe 41 My kumHbI (AGTRL: 1166
A>C, AGTR2: 1675 G>A, CYP11B2: -344 C>T, FGB: -455 OA, R
20210 G>A, F5: 1691 O A (Arg506GiIn), ITGA2: 807 O T (Phe224 Phe),
ITGB3: 1565 T>C (Leu33Pro), MTHFR: 677 OT, MTHFR: 1298 A>C,
MTR: 2756 A>G (Asp919Gly), MTRR: 66 A>G (1le22Met), PPARG: 34
OG (Prol2Ala), VDR: 283 A>G (Bsml), FTO: T>A (IVS1), LPA: T>C
(11e4399Meet), SREBF2: 1784 G>C (Ala595Gly), IL-6; -174 G>C, IL-10: -
1082 G>A, ILIA: -839 OT, IL1B: 3953 C>T, IL1B: -511 C>T, IL-4: -589
OT, IL4: -33 0T, IL4R: 1902 A>G (GIn576Arg))

PasBepHyTOe reHeT1YeCKoe 06cefoBaHVie 4 ¥eHLWHbI (GNB3: 825 O T
(Ser275Ser), AGT: 704 (803) T>C (Met235Thr), AGT: 52O T
(Thrl74Met), AGTR1: 1166A>C, AGTR2: 1675 OA, CYPIIB2:-344
OT, FGB: -455 OA, F2 20210 G>A, F5: 1691 O A (Arg506GIn),
SERPINEL (PAI-1): -675 5G>4G, ITGA2: 807 OT (Phe224 Phe), ITGB3:
1565 T>C (Leu33Pro), MTHFR: 677 OT, MTHFR: 1298 A>C, MTR:
2756 A>G (Asp919Gly), MTRR: 66 A>G (lle22Met), VDR: 283 A>G
(Bsml), LPA: T>C (11e4399Met), FTO: T>A (IVS1), PPARG: 34 CG
(Pro12Ala), KCNJ1L O T (Glu23Lys), IL-6: -174 G>C, IL-10: -1082 O A,
ILIA: -889 OT, IL1B: 3953 OT, IL1B: -511 OT, IL-4: -589 OT, IL4: -
33 0T, IL4R: 1902 A>G (GIn576Arg), BRCAI:185delAG,
BRCAI:4153delA, BRCAI:5382insC, BRCA2:6174delT)
CepgeyHo-cocyavcTas cucTema, TPoMOo3bl

Kapayol EH IM'vineptoHua

OnpefierieHvie NMoMMOPAI3MOB, aCCOLIMPOBAHHBLIX C PUCKOM PasBUTUA
apTepyia/ibHOM MnepTeH3nn (9 nonmmopdw3voB:
ADD1 (1378 G>T (Gly460Trp)), AGT (704(803) T>C (Met235Thr)), AGT
(521 OT (Thrl74Met)), AGTRL (1166 A>C), AGTR2 (1675 G>A),
CYP11B2 (-344 OT), GNB3 (825 O T (Ser275Ser)), NOS3 (-786 T>C),
NOS3 (894 G>T (Glu298Asp)))

Kapayol 'EH Tpombodmms

OnpefiereHvie NMoMMOPAI3MOB, aCCOLMMPOBAHHBIX C PUCKOM PasBUTUA
Tpombothwm (8 normmopamoB: P2-mpoTpombuH (20210 G>A), F5-
npoakuerepuH (1691 G>A (Args506GIny)), P7-npoKoHBepTUH/KOHBEPTUH
(10976 O A (Arg353GIn)), P13Al-gwmbprHaza (O T (Val34le)), FGB-
(mbprHoreH (-455 G>A), 1TOA2-a2-mHTerpuH (807 O T (F224F)), ITGB3-
b3-uHterpuH (1565 T>C (L33P)), PAI-1-ceprivH (-675 5G>4G))

MEH meTabonmava donatos. OripesesieHve nommopdsMoB,
accoLMMPOBaHHbIX C HapyLLEHUAMM (hO/IaTHOMO Liviksa (4 nosmmopdmsmva:
MTHFR (677 O T (A222V)), MTHFR (1298 A>C (E429A)), MTR (2756
A>G (D919G)), MTRR (66 A>G (122M)))
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eHeTVHECKMIA PYCK aTepockrieposa 1 IBC, NpeapacrofiokeHHOCTb K
avcrvnugenmnn (SREBF2: 1784 G>C (Ala595Gly), LPL: 1595 CG
(S447X), LPL: A>G (Asn291Ser), ABCAL: 1051 G>A (Arg 219 Lys),
APOE: T>C (CysI58Arg), LPA: T>C (De4399Met), MTR: 2756 A>G
(Asp919Gly), MTRR: 66 A>G (1le22Met), NPY: A>G (Leu7Pro), FGB: -
455 G>A, F5: 1691 G>A (Arg506GIn), SERPINEL (PAI-1): -675 5G>4G,
ITGA2: 807 C>T (Phe224 Phe), ITGB3: 1565 T>C (Leu33Pro), F13: GT
(Yal34Leu)?F7: G>A (Arfi353GIn))

OnpefeneHvie reHe TUYECKY OMOCPefOBAHHOTO HAPYLLIEHWS IMMAHOTO
06MeHa (3HAOTenvanbHas AUCHYHKUMS)

OnpeseneHvie BapraHToB B reHe ApoE
(ApoE (*E2,*E3,*E4; T388C; CyslI2Arg; ApoE epsilon 4; SNP92-APOE;
C526T; Argl58Cys; 2198C>T)

OnpeseneHvie BapuaHToB B reHe ApoC3
(3 nonmmopdwsma: ApoC3 (C-482T), ApoC3 (T-455C), ApoC3 (C3238G))

OnipesereHve BapriaHTa B reHe PONL (GInl92Arg; Q192R) mMeTofom
CEeKBEHVPOBaHMA

OHKOJ/TOMYECKUIA PUCK

OnpefieneHvie reHe TUYECKW OMOCPEf0BAHHOTO PUCKa PasBUT YIS paka
MOJIOYHOM >Kenesbl U ANYHNKOB

Pak Mosio4HOW »xeresbl - BRCA

OnipegerieHve nonvmopgmamos reHos BRCAL nBRCA 2 (8
normvopdmsmos: BRCAL (185del AG, 4153delA, 5382insC,
3819delGTAAA, 3875delGTCT, 300T>G(Cys61Gly), 2080delA), BRCA2
(61740€lT))

Pak MO/I04HOI e€rie3bl U SMHHKOB - PACLLMPEHHb I KOMIIEKC: OMpeeieHe
MyTaLy B reHax BRCAL/2, FGFR2 n CFIEK2

(21 nonmmopdmam: BRCAL ((185Del AG; 65Del), (5382InsC), (4153DelA;
4154DelA), (A1708E/V; Alal708Glu/Val), (Argl699Trp; R1699W),
(C61G; Cys61Gly; C61G/R; Cys61Gly/Arg)), BRCA2 ((6174DelT),
(Asn372His; N372H), (Asn991Asp; N991D)), CHEK2 ((llel57Thr; 1157T),
(1-bp Del. 1100C; HOODeIC), (Pro85Leu; P85L), (Argl81His; R181H),
(Glu239Lys/Ter; E239K/X), (Argl81Cys; R181C)), FGFR2 ((rs1219648),
(rs2981578), (rs7895676), (rs2981582). (rs3135718), (rs2981579)))
METOL0M CeKBEHMPOBAHMA

PuicK pasBiTYs paka MOSIOHHOM >keresbl Ha (hoHe Mpriema 0parTbHbIX
KOHTPALIEMTVBOB

(8 normmviopdmsmoB: AR ((CAG)N repeat; (3bp)n, Short/Long (S/L));
(GGN)N repeat; BRCAL ((5382InsC), (185Del AG; 65Del), (4153DelA;
4154DelA), (AL1708E/V; Alal708Glu/Val), (Argl699Trp; R1699W)),
BRCA2 ((6174DelT), (Asn991Asp; N991D))) MeTOLOM CEKBEHNPOBAHIS
ViccnenoBaHivie nosmvopdsMoB B reHe TP53 (Arg72Pro; R72P; p53 codon
72) (paK MOJ/IOHYHOM ene3sbl) METOAOM CEKBEHUPOBaHUA

OnpefeneHvie reHe TUYECKY OMOCPELOBAHHOTO PYCKa PasBUTYA paka
opraHoB XXKT, pucK pasBuTus paka Tena MaTKy, NpeacTaTeNbHOM
>Kenesbl, IECCMOUAHBIE OMyX0nn

ViccnenoBaHvie KoavpyHoLLyX 3K30HOB reHa MLH1  (HeromnosHb I pak
TO/ICTON KALLIKY, PaK KeMyaKa, paK Tela MaTky, 4 nosmmvopdviavia: MLHL
((His329Pro; H329P), (Pro648Ser; P648S), (Ala681Thr; AG8LT), (G-93A))
METOZIOM CEKBEHMPOBAHMA

eHeTHeCKasA MPEAPaCcTONoXEHHOCTb K Hac/eCTBEHHOMY HEMOSIMMO3HOMY
KOJIOpeKTa/IbHOMY paky (CvHAPOM JIuHYa, 8 rnonmmopdismoB): MSH2
((C1168T; Leu390Phe), (rs2059520), (T7118C), (G9C), (T-6C), (A12G),
(G1032A; Gly322Asp), (G1906C; A636P)) MeTOLOM CEKBEHVPOBaHNA

ViccrnenoBaHvie KOAVPYHOLLIIX 3K30HOB reHa MISH6 (HerosmnosHb I pak
TO/ICTONM KULLIKY, PaK Ke/TyaKa, paK Tesa MaTky, 4 nommopgvisva: MSH6
((Gly39Glu; G39E), (rsl800932), (G-101C), (G-556T))) MeToaoM
CEKBEHVPOBAHMA

ViccrnenoBaHvie KOAVIPYHOLLYIX 3K30HOB reHa APC (aagHOMATO3Hb I
MO/MNO3, MOMMO3HbIA PaK TOSCTOM KALLIKW, ECMOMAHbIE OMyXOnn, 4
nommvopgmsva: APC ((1309Del5), (11el307Lys; 11307K; 1lel289Lys),
(Glul317GIn; E1317Q; Glul299GIn), (1061Del5))) meTonom
CEKBEHVPOBAHMA

ViccnenoBaHvie KoavpyHoLLYIX 3k30HOB reHa MUTYH (aeHoMaTo3HbIA
MO/MNO3, MO/MMO3HB IV PaK TO/ICTOM KULLKK, [eCMOVAHbIE OMyXov, 2
nonMopqIM3Ma) METOLOM CEKBEHMPOBAHIS

OnpeaeneHvie normmopdwmsmMa B reHe K-Ras (KogoHbl 12/13) (pak ToscToi
KVLLKY, paHHVe CTaaymn) METOZOM CeKBEHUPOBaHWA
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KoropeKTarbHb I paK - passepHyToe vccneaosaHe (20 MomvopdvEmoB:
ApoE (*E2,*E3,*E4; T388C; CyslI2Arg; ApoE epsilon 4; SNP92-APOE;
C526T; Argl58Cys; 21980T), CYP2EL ((C-1053T; CYP2EL+5B), (G-
1293C; CYP2E1*5B)), DPYD ((Metl66Val; M166V), (DPYD*9A,
Cys29Arg; C29R)), EPHXL ((TyrlI3His; Y113H), (HisI39Arg; A416G)),
F5 (Factor V Leiden; G1691A; Arg506GIn), HMGCR (rsl2654264), IL6 (G-
174C), LEPR (GIn223Arg; Q223R), MLLH1 (G-93A), MTHFR ((C677T;
Ala222Val; A222V), (A1298C; Glud29Ala; E429A)), MTR (Asp919Gly;
A2756G), MTRR (lle22Met; A66G), NQOI (Prol87Ser; C609T; NQOI *2),
TP53 (Arg72Pro; R72P; p53 codon 72), VDR (b/B; Bsml Polymorphism))
METOL,0M CeKBEHMPOBaHWA

VccrenoBaHye KogypytoLLmX 3k30HOB reHa CDHL1 (pakoxenyaka, 3
normviopgwiema: CDHL ((C-160A; A-284C), (C2076T), (rsl7690554)))
METOZIOM CEKBEHMPOBAHMA

ViccrenoBaHvie KOOVPYHOLLMX 9K30HOB reHa BRCA2 (pak »xeryaKa, pak
npeacTaTebHOM Xxenesbl, 3 normmopdviva: BRCA2 ((6174Del T),
(Asn372His; N372H), (Asn991Asp; N991D))) MeTOLOM CeKBEHVPOBAHIS
ViccrnenoBaHvie KOAVpYHOLLMIX 3K30HOB reHa BRCAL (pak mpeacTaresibHol
»xenesbl, 6 nommopgmavos: BRCAL ((185Del AG; 65Del T), (5382InsC),
(4153DelA; 4154DelA), (A1708E/V; Alal708Glu/Val), (Argle99Trp;
R1699W), (C61G; Cys61Gly; C61G/R; Cys61Gly/Arg))) MeTofoM
CEKBEHVIPOBAHMA

OnpefeneHye reHe TUYECKM OMOCPELOBAHHOTO PUCKA Pa3BUT VA paka
LW TOBMAHON >Kenesbl: MefyIAPHbIA PaK LM TOBMAHOM >Kefesbl
OnpeneneHvie MyTauwii B reHe RET (LLMTOBUAHaS Xxenesa, 4
nonviopdwiema: RET ((Cys611; Cys611Trp), (Cys618; Cys618Ser/Arg),
(Cys609; Cys609Tyr/Arg), (Cys634; Cys634Gly/Tyr/Ser/Phe/Arg/Trp)))
METOL,0M CeKBEHMPOBAHMA

OnpeaeneHyie reHeTVYeCK OMOCpedoBaHHOMO PUCKa pasBuTvs
llifeisannll
Puck passumus nelikemmn. OnpeaeneHie nosmmMopdmsmoB,
acCoLMMPOBaHHbBIX C PUCKOM pasBiTyst felikosa (9 nommopdmavios: 1L4 (C-
589T; C-590T), MLLHL1 (G-93A), MTHFR (C677T; Ala222Val; A222V/),
MTHFR (A1298C; Glu429Ala; E429A), NQOI (ProWSer; C609T;
NQOI*2), NQOI (Argl39Trp; C465T; NQO1*3), PTGS2 (-1424A>G
(COX2 -1195G>A)), PTPN22 (Arg620Trp; R620W), SOCSL (rs243327))
METOL0M CeKBEHMPOBAHMA

MEHETUYECKUIA PUCK HAPYLLIEHWSI PEMPOAYKTBHOW
DYHKLINN

Myxckoe Gecriogye: OnpeeneHne reHeTUHECKX NMPUUVH a3o0criepMun
(MVKpOZeneLmn Y -XpoMoCoMb | M0 Jiokycam AZF (a,b,c): AZFa (sY84,
sY86, sY615) AZFb (sY127, sY134, sY142, sY1197) AZFc (sY254,
SY255, SY1291, sYU25, sY1206, sY242))

KeHckoe 6ecrioavie. OnpegesieHve MOAMMOPAMEMOB, aCCOLMPOBAHHDBIX C
pasBUTVEM XeHcKoro Gecriogms (7 nonmvopdmismos: AR (E211G/A; AR-
E211G>A), AR (rs6625163), AR (rs2223841), AR ((CAG)n repeat; (S/L)),
SRD5A1 (rs1691053), CYP17A1 (A2 allele; T-34C), SERPINEL (4G/5G;
PAIL: 4G/5G; Ins/Del G)) MeTOLOM CEKBEHPOBAHIA

BepeMeHHOCTb - KOMIIEKC OnpesesneHvie
MO/ MMOPAIM3MOB, aCCOLMMPOBAHHBIX C PUCKOM HeBbHALLVBAHA
6epemeHHoCTM (12 normvopdmsmoB: P2-npoTpombuH (20210 G>A), F5-
npoakue/epuyH (1691 G>A (Arg506GIn), P7-npokoHBepTUH/KOHBEPTUH
(10976 G>A (Arg353GIn)), P13Al-tmbprHasza (G>T (Val34le)), FGB-
trbpyHoreH (-455 G>A), 1TOA2-a2-uHTerpuH (807 C>T (F224F)), ITGB3-
b3-yHterpuH (1565 T>C (L33P)), PAI-1-ceprivH (-675 5G>4G), MTHFR
(677 CT (A222V)), MTHFR (1298 A>C (E429A)), MTR (2756 A>G
(D919G)), MTRR (66 A>G (122M)))

Puvick npeaknamncyn. OnpeseneHvie BapriaHToB B reHax AGT (Met235Thr;
M235T; Met268Thr; M268T), ACE (Ins/Del, Intron 16; 289bp Alu-Ins/Del)
METOZIOM CEKBEHVPOBaHVIS

OPYTNE KOMIMJEKCHBIE TEHETUYECKWE NCCJTEAOBAHNA

Kowmrneke ““Anoreupst™ 15 normviopdwismos: AR ((CAG)N repeat; S/IL), AR
((GGN)n repeat; S/L), AR (E211G/A; AR-E211G>A), AR (rs6625163), AR
(rs2223841), EDAZR (rsI352015), EDA2R (Arg57Lys; R57K), IL1B
(C3954T; C3953T; Tagl Polymorphism), ILIRN (L/S; Allele 2; 86-bp
VNTR intron 4), I1L6 (G-174C), LOC100270679 (rsl 160312),
LOC100270679 (rs913063), MIF (G-173C; 173G>C), NC-000020.10
(rs2180439), PTPN22 (Arg620Trp; R620W) MeTo0M CeKBEHPOBAHIA
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A27.05.000n

A27.05.040

A27.05.000n

A27.05.000n

A27.05.000n

A27.05.037

A27.05.000n

A27.05.000n

A27,05.000n
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997

9B

999

1000

1001

1002

1003

1004

1005

1006

1007

1008

1009

1010

1011

1012

1013

1014

1015

1016

1017

1018

1019

18139

18140

18342

20.02.2

18141

1901

1902

1903

1904

19.05

19.06

1907

1908

1909

1910

on

1912

1913

1914

1915

19.16

19181

1919

Komriieke "Axre’ 13 nonmmvopimsmos: AR ((CAG)N repeat; S/L),
CYP17A1 (A2 allele; T-34C), CYP21A2 (CYP21A2M5; Val281Leu;
V281L), CYP21A2 (CYP21A2*10; Del 8 bp E3). CYP21A2 (CYP21A2*9;
AICB55G), CYP21A2 (CYP21A2*8; Pro30Leu; P30L), CYP21A2
(CYP21A2ML1; llel72Asn; 1172N), CYP21A2 (CYP21A2*17; GIn318Ter;
Q318X), CYP21A2 (CYP21A2*18; Arg356Trp; R356W), CYP21A2
(CYP21A2*19; Pro453Ser; P453S), FSHB (Tyr76Ter; Y76X; Tyro4Ter;
Y94X), ILIA (G4845T), TNF (TNF-308; G-308A) MeTogoM
CEKBEHVPOBaHMA

3aK/oyeHVie N0 reHe TUYECKM MCCeoBaHUAM X livii =m
AHA/ITUYECKOE 3aK/TFO4EHVIE BpaYa-TeHeTUKA M0 OAHOMY MPOthTIO

ViccneaoBaHye MOHOreHHbIX 3a60/1eBaHUi

IMoumcK aHeyronauii no xpoMocoMam 13, 18, 21, X, Y
AnpeHoreH/TanbHBIA CUHAPOM (MoVCK 9-Ty Havboriee YaCcTbIX MyTaLyin B
reHe CYP21A2)

Moabop MccrenoBaHUin 1 AMarHOCTUKA MOHOMeHHbIX 3800/1eBaHUIA. Yenyra
0thopMIISIETCS MO VHAVBIAL, [OrOBOpY.

19. MPODUIN nabopaTopHbIX UccnegoBaHui

AHEMUA: OAK pacump., >Kene3o B cbBopoTke, OXKCC, dPepputvH

BMIOXNMNA KPOBW: ACT, AJTT, I'TTT1, O6Lumin 6enok, Benkoebe

thpaxLym, BrumpybrH obLLpi, Bruivpy6rH npsivioi, Itokosa, KpeaTHuH,
MoueBwHa, Xonectepon o6L,, M

MTMNEPTOHWA: Obuyin aHarvs Moy, KpeaTuHuH, 1H0K033,
Tpurmvugpnabl, Xonectepon o6LumiA, JITBIM, JNHM, MoueBvHa, MoveBast
Kucnota, Kanmii

NMNNOOMPAMMA: Xonectepon obLumid, JINBIM, JITHI,
Tpyrnnuepnabl, VHOeKC aTeporeHHoOCTH

OCTEQINOPO3: LLenouHas dochatasa, KanbLymoHH, OCTeoKasbLVH,
ITIT, KanbLyii MOHU3VPOBaHHb I

MEYEHDb: O6Lupii 6erok, Benkobe thparuyiv, BunpyonH obupyin, AJTT,
ACT, I'TTT1, LLenouHas docdataza, drbpyHoreH, MV, BupyonH
npsiMoii

MOYKN: KpeatvHuH, MoueBrHa, MoueBast kucnoTa, Kanvii, Harpui,
Xnop, O6LL, aHa/I3 Moun

NOMKENTYAOHHAA XXENE3A: Avwiasa, 'ioKo3a, Xosectepon
o6y, Avmnasa (Juactasa) B Moue

PEBMATO/IOIMA - paciumpenHo: OAK pactw., O6LLyiA 6enok,
DubprHOreH, BenkoBbk (paxLmm (3neKTpodopes), AHTUCTPENTONM3MH O,
PeBmaTonaHb I diakTop, C-peakTviBHbIA 6eoK, AHTUTENA K 2-X Crivipan.
OHK

CAXAPHbIV OVNABET: [Miokosa, Mvk.remoriobuH (HbAIC), G-
nentug, VIHcynuH

CEPALE n COCYbI: OAK pacump., IMTIA, durbpuHoreH, Xonectepon
obwyia, SINBI, JINHMN, Tprrnuepuabl, A/TT, ACT, TT 1T,
Mk remorno6uH (HbAlc), CPB, Kanmid, Hatpuid, Xnop

CNCTEMA TMNLWEBAPEHWNA - paciumpeHHo: AT, ACT, T T,
O6Lupii Genok, AnbbymMrH , AMwasa obLpst, LLienouHast chocdatasa,
Bunmpy6bvH o6LLmiA, BruvpybH npsvoii, AT k Helicobacter pylori
aHTVTeNa cymm, KnvH, aHanms Kama

CYCTABBI: OAK pacuwmp., ObLL,aHanm3 Mouy, AHTUTENa K 2-X
crvipansHoii HK, AC/10, CPB, Pd, Xnammaum Tpaxom.-IgG

LUTOBUNAHAA XXENE3A - ckpuHuHr: TTT, c8.T4, ATTIO

LWUTOBUNAHAA XXESIE3A - paciumpeHHo: TIT, T3, T4, ¢B.T4, ATT,
ATTIO, TT

M3BbITOYHBIV BEC 1 OXKUPEHVIE: XorecTepon o6,
Fnuk.remornobvH (HbAlc), C-rierrrug, TTT, TectocTepoH, Koptuson,
3cTpaavon, MponaktvH, JSlernmH

MALWEBAA ANNEPTUA: Mywesble NaHenm Ige (arviepreHbl - 72 LUT.),
Ige obin

MY>»XCKOE 3OPOBbE: TectocTepoH, 7106y/nH, CBSBbIBatOLLYIA
nosioBble ropmoHb (MCIN), Ar3A-C, 3ctpaavon, JT, OCT, TTT,
[MponakTvH
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9750
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1655 *
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3320

11 840
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< 13 gH

<7 aH

<204H

< 30 gH

1au

144

1au

1aH

144

144

1aH

1aH

< 5aH

1aH

1aH

<5 aH

<5 aH

1aH

1aH

<7 aH

<3 aH

1aH

A27.05.000n

A27.05.000n

A27 05038

BCB.006.003

A27,05.000n

B03.016.003 A09.05.008
A12.05.011n AD9.05.076

A09.05.042 AD9.05.041
A09.05.044 AD9.05.010
/A09.05.014 AD9.05.021
/A09.05.022.001 A09.05.023
/AD9.05.020 A09.05.017
A12.05.027 AD9.05.026

B03.016.006 A09.05.020
AD9.05.023 AD9.05.025
/A09.05.026 AD9.05.004
/A09.05.028 AD9.05.017
A09.05.018 AD9.05.031

A09.05.025 A09.05.026
/A09.05.004 AD9.05.028

/A09.05.046 A09.05.119
A09.05.224 AD9.05.058
AD9.05.206
/A09.05.010 A09.05.014
AD9.05.021 AD9.05.042
AD9.05.041 AD9.05.044
/AD9.05.046 AD9.05.050
A12.05.027
/A09.05.020 A09.05.017
/A09.05.018 AD9.05.031
/A09.05.030 A09.05.034
B03.016.006

A09.05.045 AD9.05.023
/A09.05.026 AD9.28.027

B03.016.003 A09.05.010
/A09.05.014 A09.05.050
A12.06.015 A12.06.019
/A09.05.009 A12.06.0101

A09.05.023 AD9.05.083
/A09.05.205 AD9.05.056

B03.016.003 A12.05.027
/A09.05.050 AD9.05.025
/A09.05.026 AD9.05.004
/A09.05.028 AD9.05.041
/A09.05.042 AD9.05.044
/A09.05.083 AD9.05.031
/A09.05.030 A09.05.034
AD9.05.009
AD9.05.041 AD9.05.042
A09.05.044 A9.05.010
AD9.05.011 AD9.05.045
/A09.05.046 A09.05.021
/A09.05.022.001
B03.016.010 A26.06.033
B03.016.003 B03.016.006
A12.06.010/1A12.06.015
A12.06.019 A09.05.009
A26.06.018.003
/A09.05.065 AD9.05.063
A12.06.045
/A09.05.065 AD9.05.063
A12.06.045 AD9.05.060
/A09.05.064 A12.06.017
A09.05.117
/A09.05.026 AD9.05.083
/A09.05.205 AD9.05.065
/A09.05.078 AD9.05.135
/A09.05.154 AD9.05.087
A09.05.159

/A09.05.000n
AD9.05.054.001

/A09.05.078 AD9.05.160
/A09.05.149 AD9.05.154
AD9.05.131 AD9.05.132
/A09.05.065 AD9.05.087
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19.25
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19.27

19.28

19.29

19.30

19.31

19.32

19.33

19.34

19.35

19.36

19.37

MY>KCKAA OHKOJIOIiAA: P3A, CA-19.9, MCA obLumii + cBob.

YKEHCKOE 340POBbE: /T, ®CrI, INponaktvH, Sctpagmon, TIT,
ATTIO, Lptonormnyeckoe vccriegosaHve, BIMY 16, 18

YXEHCKAA OHKOJTOIMA: POA, CA-19.9, CA-125, CA-15.3

BYYLLEN MAME: OAK-pacLLL., Mpyrnna Kposyi+pesyc taxrop, A/TT,
ACT, KuwwiiHatpuid Xnop, Bunmpy6mH obLumid, Irokosa, KpeaTHuH,
MoyesuHa, TTT, JIT, PCI, INponaktvH, ScTpaguon, TectoctepoH, AT K
BUY 1/2+AIM, AT K Treponema pallidum cymm, HBsAg, a-HCV cymm,,
Mycoplasma hominis 190, 1gA, Ureaplasma urealitycum 1gG, 1gA,
Chlamydia thrachom. 1gA, 1gG

BYAYLIEMY MAMME: OAK pacLu., Mpynna kposu-+pesyc daxrop, ST,
@CI, TecTocTepoH, M106yMH CBS3bIBatOLLYINA MoyioBbie ropMoHb! (FCI),
a-BWY 1,2+AI, Treponema pallidum cymm, HBsAg, aHTU-HCV cymm.

BEPEMEHHOCTb - 11pumecTp: OAK pactu., OBLLMIA aHarM3 MOYM,
TIT, X4

BEPEMEHHOCTb - 11 TpmecTp: OAK pactu., OBLLyiA aHarmi3 Mo4m,
TTT, AdIT, XY, 3ctprion cBoboAHbIA

TORCH-uHekummn: Tokcorviasma IgM+HIgG, KpacHyxa IgMHgG, LIMB
IgVi+IgG, BINTLY/2 IgM+IgG

MAPA3UTAPHBIY MPO®WIb - ckpuHiHr: OAK pactL, Jiamenm
cymm., Tokcokapbl, Ackapua, Orvictopxns - Ig G, Ig E obuupin

MAPA3UTAPHbIN MPODUSIb - pactumperHo: OAK pactL, Jiavenm
CyMM.; Tokcokapbl, Ackapuraa, Onmctopxus, TprxvHervia, SXUHOKOKK -
aHTUTena Iy G, PARASEP (18 nokasarterneii), Ig E obLupi

NHTUMHOE 300POBbE V®A: aHTVTeNa K Xnammg, +ypearyi +MAKorvi
+Tpyxom +BIMIrLY/2 - IgG+igA

MHTVIMHOE 300POBbE [MLUP - natoreHbI (4): xnam Tpax, TpUx Bar,
HECC roH, MMK reH

NHTVMHOE 300POBbE [MLUP - paciumpeHHo (10): xriam Tpax, Tpux

Bar, HECC FOH, MUK FeH., FrapaHep Bar., MMK XOM., Yp Nape., yp Yp., KaH4
anso., BIri/2

BVPYCHBIE MEMATUTbI B,C - nepsuyHas guarHoctnka: HBsAg, a-
HCV cymm.

BVIPYCHbIV FEMATUT B - aththeKTUBHOCTb BaKUMHaLWW: a-HBSAg
KO/,

BVIPYCHbI MEMATUT B - o6cnefosaHme; HBsAg, aHBsAg, &
HBcoreAg -10G

BUPYCHbBIN TEMNATUT C - o6cneaosanme; HOVAMLP, aHCV cyvm

3 OBA3ATE/IbHbIX AHAJTA3A (B T.4. N rocnuTanmsauum): MenB
(HBsAg) + I'enC (aHCV-IgM/G) + Cudwre (PMIT)
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A09.05.195 A09.05.201
A09.05.130 A09.05.130.001

A09.05.131 A09.05.132
A09.05.087 A09.05.154
A09.05.065A12.06.045
A08.20.017 A26.20.012n
A09.05.195 A09.05.201
A09.05.202 A09.05.231

A26.06.018.003
A26.06.018.001
A26.06.035.003n
A26.06.035.001n
A26.06.028n1 BO3.016.003
A12.05.005 A12.05.006
A09.05.041 A09.05.042
A09.05.031 A09.05.030
A09.05.034 A09.05.021
A09.05.023 A09.05.020
A09.05.065 A09.05.017
A09.05.131 A09.05.132
A09.05.087 A09.05.154
A09.05.078 A26.06.049.001
A26.06.036,
A26.05.019,001,
A26.06.082.001

B03.016.003 A12.05.005
A12.05.006 A09.05.131
A09.05.132 A09.05.078
A09.05.160 A26.06.049.001
A26.06.036,
A26.05.019.001,
A26.06.082.001

B03.016.003 B03.016.006
A09.05.065 A09.05.090

B03.016.003 B03.016.006

A09.05.065 A09.05.090

A09.05.089 A09.05.157
A26.06.081.002
A26.06.081.001
A26.06.071.002
A26.06.071.001
A26.06.022.002
A26.06.022.001
A26.06.045.003
A26.06.045.003

B03.016.003 A26.06.032
A26.06.080 A26.06.121n
A26.06.062 A09.05.054.001

B03.016.003 A26.06.032
A26.06.080 A26.06.121n
A26.06.062 A09.05.054.001
A26.06.079 A26.06.024
A26.19.000n

A26.06.018.001
A26.06.018.003
A26.06.035.001n
A26.06.035.003n
A26.06.028n1 A26.06.026n
A26.06 045.003
A26.06.045n
A26.20.020.001
A26.20.026n A26.20.022n
A26.20.027
A26.20.020.001
A26.20.026n A26.20.022n
A26.20.027 A26.20.030 n
A26.20.028n1 A26.20.035n
A26.20.055n0 A26.20.010n

A26.06.036, A26.05.019.001

A26.06.040.002

A26.06.036 A26.06.040.002
A26.06.039.002

A26.06.041.002
A26.05.019.001

A26.06.036,
A26.05.019.001,
A26.06.082.001
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1042

1043
1044

1045

1046

1938

20.100
20.100.5

20.110

20111

20112
20113

20114

20115

EXXErOAHbIA MPODUNAKTUYECKNA MPOD/Tb: OAK
pacwmp., ACT, AJTT, I'TTT1, LLenoyHas docthatasa, Mroko3a, BuipyoH
06y, Tpurmiugpnabl, Xonectepon 0oL, OBLLuii 6enok,
Kanvid/Harpumid/Xnop, Kanbupin 06y, KpeatyHiH, MovesuHa, T4 ¢Bab.,
TTT, O6LLWIA aHarm3 MOoYM

20. 1lpeaHannTn4yeckue ycnyru
MPOBOMNOAIOTOBKA, BK. B3ATVE KPOBU 113 MEPUEPMHECKOA BeHbI
MPOBONOAIOTOBKA, BK. B3ATVE KaMWVISPHOV KPOBM

MPOBOIOAIr OTOBKA, BK. NosyueHve LIEPBAKATLHOTO MasKa,
BMara/MLLHOTO Maska, COCKO0ba C LLEVIKM MATKY, COCKoba U3 ypeTpbl

MPOBOINOAIOTOBKA, BKI. MosTyHeHe Maska COLEPKAMOro
KOHBHOHKTVBa/TEHOM MO/I0CTY U CrIE300TBOAALLMX MyTeit
MPOBOINOANOTOBKA, BK/. B3sITVE COCKOGa KO
MPOBOMOArOTOBKA, BK. B3fATVe COCK0ba C MepuiaHaribHol 06/1acTy Ha
3HTEpobVo3

MPOBOMNOAIOTOBKA, BK. MosyyeHrie MasKa co C/IM3VCTO 060/104KN
HOCOT/TOTKW/POTOI/I0TKA

MPOBOINOArOTOBKA, BK. B3sTVE/ MOMy4eHe Npo4nX BALOB
GriomvaTtepriasa

3565

150
180

250

150
150
150

250

250

B03.016.006 A09.05.063
/A09.05.085 A09.05.017
/A09.05.020 AD9.05.082
B03.016.003 AD9.05.041
/A09.05.042 AD9.05.044

1M A0005.046 A0005023
A09.05.021 AD9.05.025
/A09.05.026 A09.05.010
/A09.05.031 A09.05.030

A09.05.034

A11.12.009
AH.13.001

A11.20.002/A11.20.005/
A11.20.025/ A11.28,006.001

A11.26.009
A11.01.009
Al1.19.011.001

A11.08010.001/
A11.08010.002

/A11.00.000A



MpunoxeHune Ne 1k npelickypaHTy. [lepeyeHb annepreHoB MHANBULYAIbHBIX.

NWHONBUAYANbHBIE ANNEPTEHbI 1yl Liena.py6 Bbl tOHbIE anneprexsbl Lena,p?|
HHrannHUWoHHbIE annepreHsl 40.64 53-E-dl Kneuw, somawHeit MNblan (Dermatophagoides pteronyssinus) 530,00
Mblnbya Tpas M 3N1aKOBbIX 40.65 53-E-d2 Knew gomawHeit nbinu (Dermatophagoides farinae) 530,00
40.30 53-E-gl K0nocok Aywncrslii 530,00 40.66 53-E-d3 Knew gomawHed MblAn (Dermatophagoides microceras) 530,00
40.31 53-E-g2 CBUMHOpPOIi Nanbuathlii 530,00 40.67 53-E-d74 Knew, gomal Heii MbIAV (Euroglyphus maynei) 530,00
40.32 53-E-g3 Exa c6opHas 530,00 40.68 53-E-hl AnnepreH gomalwHeii neinu 1 (Greer Labs Inc) 530,00
40.33 53-E-g4 OBCAHHMLA NyroBas 530,00 40.69 53-E-h2 Annepred fomawHeit neinu 2 (Hollister-Stier Labs) 530,00
40.34 53-E-g5 MneBen MHOTONeTHWU paiirpac 530,00
40.35 53-E-g6 Tumoteeska nyrosas 530,00 pubk'oBblie L 6aKkTepuanbHbie annepreHbl
40.36 53-E-g8 MATANK NYroBOii 530,00 40.176 53-E-m2 nnecHesblii rpu6ok (Cladosporium herbarum) 530,00
40.37 53-E-g9 Monesuya no6eroHocHas 530,00 40.177 53-E-m6 nnecHeBblit rpu6ok (Altemaria altemata) 530,00
40.38 53-E-gll KocTep nonesoi 530,00 40.178 53-E-L9 MUKO3bl pacTeHunii (Fusarium moniliforme) 530,00
40.39 53-E-gl2 Poxb nocesHas 530,00 40.179 53-E-ml nnecHesblit rpu6ok (Penicillium notatum (P.chrysogenum)) 530,00
40.40 53-E-gl4 OBec noceBHoOM 530,00 40.180 53-E-m3 nnecHesblit rpubok nHdekl Bo36 (Aspergillus fumigatus) 530,00
40.41 53-E-gl5 MweHnya nocesHas 530,00 40.181 53-E-m4 rpn6oK xne6HoM niecexun 530,00
Mbinbua copHO TpaBbl 40.182 53-E-m5 APOXXKenoa06HbIN rpu6ok 530,00
APOXOKENOAOGHbIA rpu6oK (0TpyGeBUAHbIN N aii
20.42 53-E-wl AM6pO3MA BbICOKAA NONLIHHONNCTHARA 530,00 40.183 53-E-m227 nap) 530,00
40.43 53-E-w6 MonblHb 06bIKHOBEHHAA YEPHOGbLITbHUK 530,00 40.184 53-E-m80 CTauNOKOKKOBbI# 3HTEPOTOKCUH A 530,00
40.44 53-E-W7 HWUBAHWK 06blKHOBEHH bl ii 530,00 40.185 53-E-m81 CTaMNOKOKKOBbI 3HTEPOTOKCUH B 530,00
40.45 53-E-W8 OfyBaHUYMK 0GbIKHOBEHHbI i 530,00 40.186 53-E-lU226  CTaMNOKOKKOBbI 3HTepOTOKCUH TSST 530,00
40.46 53-E-W9 MoAOpPOXHUK NaHLEeTONNCTHbIN 530,00
40.47 53-E-W12 30M0TapHNK 30N10Tas posra 530,00 AnnepreHbl XXUBOTHbLIX U NTUL, (1uE )
40.48 53-E-W15 Ne6epa yeueBMLeBUAHAS 530,00 40.187 53-E-el Kowka nepxotb 530,00
40.49 53-E-W21 MocTeHHNUya 530,00 40.188 53-E-e5 Co6aka nepxoTsb 530,00
40.50 53-E-W19 MocTeHHNUA NeKapCcTBEHHAnA 530,00 40.189 53-E-e3 Nowapb nepxotb 530,00
40.51 53-E-W20 Kpanusa ABysOMHas 530,00 40.190 53-E-e6 Mopckas cBUHKa anuTenuii 530,00
40.52 53-E-W204 MoAcoNHeYHNK 530,00 40.191 53-E-e84 XoMmsaK annuTenuii 530,00
40.53 53-E-w206 Pomaulka 530,00 40.192 53-E-e87 Kpbica anuTenuii, 6enkn cCbiB 1 MO4N 530,00
40.42.1  59-E-004 Mapb 6enas 530,00 40.193 53-E-e88 MbilWwb 3nUTeNnit, 6eNKn CbiB U MOUU 530,00
Mbinbya gepesbes 40.194 53-E-e82 Kponuk anutennit 530,00
40.54 53-E-tl KNneH sicCeHenucTHbl i 530,00 40.195 53-E-e85 Kypuua nepo 530,00
40.55 53-E-t2 Onbxa cepas 530,00 40.196 53-E-e70 rych nepo 530,00
40.56 53-E-t3 Bepesa 6opogasuaras 530,00 40.198 53-E-e213 Monyraii nepo 530,00
40.57 53-E-t4 NewunHa 06bIKHOBEHHAsA (OpewWw HUK) 530,00 40.318 59-E-001 Monyrait BONHNCTbIA nepo 530,00
40.58 53-E-17 Ay6 Genblii 530,00 40.319 59-E-002 Y TKa nepbs 530,00
40.59 53-E-t8 Bss 530,00 40.320 59-E-003 KaHapeiika nepo 530,00
40.60 53-E-U2 NBa 530,00
40.61 53-E-U4 Tononb 530,00 AnnepreHbl HaCeKOMbI X
40.62 53-E-t208 Nuna 530,00 40.199 53-E-il A4 nuensl MeJOHOCHO 530,00
40.63 53-E-U6 CocHa BelimyToBa 530,00 40.200 53-E-G A4 ocbl NATHMCTOM 530,00
40.316 53-E-U8 JBKanunt 530,00 40.201 53-E-i3 Ap ocbl 06bIKHOBEHHOM 530,00
40.202 53-E-G04 CneneHb 530,00
HapawTapnbie annepremsi 40.203 53-E471 Komap 530,00
40.70 53-E-pl Ackapnpa 530,00 40.204 53-E48 Monb 530,00
40.72 53-E-p4 AHnzakuaa 530,00 40.205 53-E-i6 TapakaH pbXXuii npycak 530,00
Muuesblie annepreHs MyKa 1 Kpynbi
Lintpycosble 40.223 53-E-64 MweHnua 530,00
40.207 53-E-B3 AnenbcuH 530,00 40.224 53-E-f5 Poxb 530,00
40.208 53-E-B02 MaHpapuH 530,00 40.225 53-E-G9 ntoTeH 530,00
40.209  53-E-G09 MpeiingpyT 530,00 40.226 53-E-G OBec 530,00
40.210  53-E-G08  JlumoH 530,00 40.227 53-E-fl 1 peunxa 530,00
Arogsl 40.228 53-E-f9 Puc 530,00
40.73 53-E-f44 3emnaHmKa 530,00 40.229 53-E-fS Kykypy3a 530,00
40.74 53-E-G42 BuwHsa 530,00 40.230 53-E-fIS AumeHb 530,00
40.75 53-E-D43 Manuua 530,00 40.231 53-E-I55 TMpoco nocesHoe 530,00
40.76 53-E-Q55 Cnusa 530,00 530,00
40.77 53-E-G22 CmopoanHa KpacHas 530,00 Pbi6a 1L MOPenpoAYKTbI
Opexu 40.232 53-E-G Tpecka 530,00
40.78 53-E-M7 DyHAYK 530,00 40.233 53-E-f40 TyHey 530,00
40.79 53-E-M3 Apaxuc 530,00 40.234 53-E-f41 Jlococb 530,00
40.80 53-E-CO MuHgans 530,00 40.235 53-E-f61 CapanHa fanbHeBoCT (Cenbab nBach) 530,00
40.81 53-E-G03 ducTawkm 530,00 40.236 53-E-G54  Kawmbana MopcKas 530,00
40.82 53-E-G02 Kewbio 530,00 40.237 53-E-G05 Cenbab cenefka 530,00
40.83 53-E-f256 Tpeykuii opex 530,00 40.238 53-E-G06  CKyMOpWs aTnaHTu4ecKas 530,00
40.84 53-E-G53 Kenposbiii opex 530,00 40.239 53-E-f60 Craspuga 530,00

40.85 53-E-G6 Kokoc 530,00 40.240 53-E-G04  dopenb pagyxHas 530,00



[40.86

40.211
40.212
40.213
40.214
40.215
40.216
40.217
40.218
40.219
40.220
40.221
40.222

40.87
40.88
40.89
40.90
40.91
40.92
40.93
40.94
40.95
40.96
40.97
40.98
40.99

40.100
40.101
40 102
40.103
40.104
40.105
40.106
40.107
40.108
40.109
40.110
40.111
40.112
40.113
40.114
40.115
40.116
40.117
40.118

40.124
40.125
40.126
40.127
40.128
40.129
40.130
40.131
40.132
40.133
40.134
40.135
40.136
40.137
40.138
40.139
40.317

|53-E-fi0

| KyHxyT

®pyKib iicnagkue 6axvyeBsl e

53-E-f94
53-E-f49
53-E-B2
53-E-f259
53-E-R37
53-E-UO
53-E-f95
53-E-f84
53-E-B01
53-E-f96
S3-E-B29
53-E-f87

Fpywa
A6noko
BaHaH
BuHorpag
Abpukoc
AHaHac
Mepcuk
Kneu
Xypma
ABOKajo
Apbys3

I EE

OBowWwM GaxyeBble KYnbTypbl Tpubbl

MacnsiHUYHBLIE

53-E-f25

53-E-1244
53-E-B1

53-E-B5

53-E-lUI6
53-E-f260
53-E-E63
53-E-lU8
53-E-E62
53-E-B19
53-E-B42
53-E-G25
53-E-B12

Momupgop

Orypey

MopkoBb

KapTtodenb

KanycTa 6enoko4aHHas
Bpokkonun

Mepel 3enéHbl i He3penoe cems
Manpuka cnagkuii nepey
BaknaxaH

Csekna

MacnuHbl YepHble CBEXUE
ToikBa

Fpn6bl WamMNUHLOHBI

3eneHb NpUNpaBbl H NPAHOCTHU

53-E-f47
53-E-f48
53-E-I'C6
53-E-E77
53-E-LL
53-E-E69
53-E-Q72
53-E-E71
53-E-E68
53-E-B9
53-E-E70
53-E-D81
53-E-B17
53-E-E78
53-E-E74
53-E-B32
53-E-D80
53-E-E73
53-E-E65

nE

AH
53-E-cl
53-E-C2
53-E-c6
53-E-C5
54-E-C165
54-E-C55
54-E-C62
54-E-C59
54-E-C108
54-E-cl18
54-E-C175
54-E-C61
54-E-c66
54-E-c60
54-E-C115
54-E-cl52
53-E-C8

YecHoK

Nnyk

MeTpywka
Ykpon
Cenbpepeit
basunnk
3cTparoH
AHuc
Fsosgnka
Fopunua
Nm6upb

Kappu
KopunaHap
JNlaBpoBbIii NuCT
MaiiopaH

MaTta nepeuHas
Mepew yepHblit
TumbsH yabpey,

TMuH

KAPCTBEHHbLI E ANNTNEPTEHBbI

TMbGaKkTepuanbHbl e Npenapartsl

MeHnyunnuu G
MeHnyunnuu V
AMOKCULNNNH
AMONUUNNUH
Ledhaknop
LiehanocnopuH
DoKCUUMKNUH
TeTpayuknuu
Linnpodnokcaumnx
OdnokcaymnH
Hopdnokcaumx
SputpomMuumnH
CTpenTOMULMNH
FeHTaMunuymnH
NIMHKOMULNH
XnopamdeHnkon (JleBoMULETUH)

Xnoprekcuanu

530,00

530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00

530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00

530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00

530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00
530,00

40.242
40.243
40.244
40.245
40.246

40.247
40.248
40.249
40.250

40.251
40.252

40.253
40.254
40.255
40.256
40.257
40.258

40.259
40.260
40.261
40.262
40.263
40.264

40.265
40.266
40.267

40.119
40.120
40.121
40.123

40.268
40.269
40.270
40.271
40.272

Apyrvue NnpoTUBOMHKPOGHbBIE H NPOTUBONPOTO30MHbIE

40.140
40.141
40.142

40.159
40.160
40.161
40.162
40.163

40.164
40.165

40.173
40.274

53-E-003 Mantyc 6enokopblii
53-E-B4 KpeseTka
53-E-G58 Kanbmap
53-E-G3 Kpa6
53-E-B20 Pak peyHoit
ANUuHbIE NPOAYKTHI
53-E-fl AnYHbIA 6enok
53-E-E5 ANYHBIA KenTok
53-E-E32 OBanb6yMuH (anb6yMUH ANUHBII)
53-E-033 OBomykoupg (MykonpoTens AN4H Genka)

M ONOKO W MONOYHbIE NPOAYKTHI

53-E-E Monoko KopoBbe
53-E-Q31 Mo0n0KO KnnAaYeHoe KOPoBbE
53-E-M6 Anbtha-naktanb6ymuH
53-E-07 Beta-nakTorno6ynuu
53-E-f78 KasenH monoko
53-E-G36 MonouHas cbiB-ka (KOpoBb#s)'
53-E-B00 Monoko Ko3be
53-E-B1 Coip Yepgpep

Msaeo u nTuua
53-E-E7 FoBaguHa
53-E-B8 bapaHuHa
53-E-E26 CBuUHUHA
53-E-E13 Masaco kponuka
53-E-B3 Msco kypuubl (LblnneHka)
53-E-C84 Msco nHpaeiikn

Kakao kKode vaii
53-E-t03 Kakao
53-E-B21 Kode
53-E-C22 Yaii nuctosoii

bo60Bble U MACNAHUYHbBIE

53-E-fl4 CoeBble 606bl

53-E-M2 Fopox

53-E-M5 ®aconb 6enan benble 606k
53-E-E35 YeueBnua

Apyrve NnpoAyKTbl U NueBble fo6aBKN
53-E-G47 Meg
53-E-B34 BaHunb
53-E-lI4 Mak
53-E-f45 A poXXu nekapckue
53-E-C74 XenatuH koposuit

npenaparsl

54-E-C57 Tpumetonpum/bucenTon/bakTpum
54-E-C58 CynbhameTokcazon/bucenton/bakrpum
54-E-C153 MeTpoHugason

[opMoHanbHbIEe NpenapaTsl

53-E-C73 VIHCYNMH YenoBeyeckuii

53-E-C71 VIHCYnMH KopoBwii

53-E-C70 WHCYNWH cBUHOM

54-E-C99 L-TupokcunH

54-E-C196 AnuHedpuH
BuTaMuHbl

54-E-clO6 BurtamuH Bl TuamunH

54-E-C109 BurtamuH B6 MupngokenH
MpodeccnoHanbHble anneprexsbl

53-E-k82 Natekc

53-E-k80 dopmanbaerng/thopmanit

530,00
530,00
530,00
530,00
530,00

530,00
530,00
530,00
530,00

530,00
530,00

530,00

530,00
530,00
530,00
530,00
530,00

530,00
530,00
530,00
530,00
530,00
530,00

530,00
530,00
530,00

530,00
530,00
530,00
530,00

530,00
530,00
530,00
530,00
530,00

530,00
530,00
530,00

530,00
530,00
530,00
530,00
530,00

530,00
530,00

530,00
530,00



AHaNbreTVIKN 1 HeCTepOMaVbIE
|thoTMBOBOCUA/HTE bl bIE NpenapaThbI

40.143 54-E-C91 AHanbruH metamuson 530,00 OI—IPE‘D'EI-IEHME CFIELI, |gG/lgG4 (DRFOOKE)
40.144 54-E-C51 AueTnncanmuyunosas Kucnorta 530,00
40.145 54-E-C85 MapaueTtamon 530,00 40.275 55-G4-E Monoko KopoBbe 530,00
10146 54-E-C78 neéynpodex 530,00 40277 MA AnyHbI 6enok 530,00
40.147  54-E-C93 NHpgomeTaunH 530,00 40.278 55-G4-05  SUUHBI XenToK 530,00
40.148  54-E-cll DeHayeTuH 530,00 40.282 55-G4-f4 Nuwexnya 530,00
40.149  54-E-C79 fNnknohenak 530,00 40.283 55-G4-E9  [nioTeH 530,00
ﬂperlE HpOTVIBOMMKpO6HbIe M NPOTHBOMPOTORIMNHbLIE
NEK ANNEPTEHBbI 1gG npenaparb|

40.306 55-G-C57 Tpumetonpum/bucenton/bakTpum 530,00
40.290 55-G-cl MeHnynnnuu G 40.307 55-G-C58 CynbthameTokcason/bucenton/bakTpum 530,00
40.291 55-G-C2 Mennyunnuu V 40.308 55-G-cl53 MeTpoHupgason 530,00

5.6-C6 Amokcnynnns AHabreTUKN 1 HeCTeEpOMAHbIE NPOTNBOBOCNA/TNTE/TIbHBLIE
40.292 npenaparbl
40.293 55-G-C5 AMNULUANUH 40.309 55-G-C91 AHanbrnH (Metamuson) 530,00
40.294 55-G-C165 Ledaknop 40.310 55-G-C51 AueTuncanuunnosas KucnoTa 530,00
40.295  55-G-C55 LieanocnopuH 40.311 55-G-C85 Mapauetamon 530,00
40.296  55-G-C62 LloKCULMKAMH 40.312 55-G-C78 N6ynpoden 530,00
40.297  55-G-C59 TeTpaynkanu 40.313 55-G-C93 NHpomeTayuH 530,00
40.298  55-G-C108  LjunpodnokcayuH 40.314 55-G-cll  ®eHayeTuH 530,00
40.299  55-G-cl18  Odnokcaunn 40.315 55-G-C79 Lnknodenak 530,00
40.300 55-G-C175 Hopdnokcaunx
40.301 55-G-C61 SpuTPOMULMH rOpMOHaI'IbeIe npenaparbl
40.302 55-G-C66 CTpenToOMULUH [40.175 |55-G-¢cl96 | nuHedpuH 1530,00
40.303 55-G-C60 FeHTamMnymnH
40.304 55-G-CU5 NINHKOMUUNH
40.305 55-G-C152 XnopamtpeHunkon (JleBoMnuueTnH)
3amecTuTesb Ha4abHMKA KoMrviekca ro VH | O.B. OnHmkos

HavanbHk ©IC-raBHb I Byxrasrep .. Tumodee



4001

40.02

40.03

40.04

40.06

40.06

4007

4008

4009

40.10

4011

40.12

4013

40.14

40.15

40.16

40321

40.17

40.18

40.19

40.20

4021

40.22

40.23

4024

40.25

40.26

40.27

MpunoxeHune Ne 2 K NpeiicKypaHTy. lMepeyeHb MUKC-annepreHoB.

MWKC'TbI (cmecu annepreHoB):
MwukcTbl nurannvuno:LLIbN annepreHos (onpegeneHuve cneunduyeckux 1K K cmecun annepreHos, LleHa,py6

53Ehe

SEdd

S3EuR2

53Eexd

53Ee

53Eexi0

53Eex7l

53-Eexr2

SBES

53E06

53E09

53Ed

53-Ewd

53-Ew

SBEw3

53Ewd

53-E-PAX6

JomalHas Mbiib, MAKCT hx2. MAKCT BKIIKOHEET Cviech artiepreHoB: Hollister-Stier Labs (h2),
Dermatophagoides pteronyssinus (dl), Demiatophagoides farinee (d2), TapakaH-npycak/ Blatella germanica
KreLLy 66moBbE, MUKCT dx4. IMMIKCT BK/HOMEET CMeCh arviepreHoB: Dermatophagoides pteronyssinus (dl),
Dermatophagoides farinae (d2), Eroglyphus maynei (d3), Dermatophagoides microceras (d4), Acarus siro
IMrecHeBbEE MPYIBKN, MUKCT MX2. MIKCT BKIKOHEET CvieCh arviepreHoB: Penicillium notatum (ml),
Cladosporium herbarum (m2), Aspergillus fumigatus (mS3), Candida albicans (m5), Altemaria tenuis (m6),
JomalHve YBOTHLE (3rTesniA), MAKCT eX|. MUKCT BKIIKOHEET CVECH /i EPreHOB: MepXoTb KoLLKM (el),
MepXoTb cobaky (e5), MepxoThb JioLBam (€3), NMepxaTb KopoBb! (e4)

JomaLlHvie XVBOTHbE, MUKCT eX2. MKCT BKIKOHEET CMEC &VVIEPIeHOB: MepX0Th KOLLIKU (el),nepxoTb
cobaxm (€5), aMmTesmiA MOPCKOIA CBUHKM (€6), KpbICa SN TENnIA, 6e/ki1 CbIBOPOTKU 11 MO4M (87), MbLLb,
MobByHbL, MUKCT eX70. MIKCT BK/IHOHGET CMECH &/IIEPIrEHOB: SMUTE/IA MOPCKOI CBIHKM (€6), anmTesvii
Kpo/miKa (€82), anmTenvii Xovsika (€84), Kpbica anuTesiA, 6eiki CbBOPOTKA M MO4M (87), MbLLb,

IMepo fomMaLLHelt MTWLBL, MUKCT ex71. IMMIKCT BKIOHaET CMECh a/iiepreHoB: Mepo rycst (€70), Mepo Kypuibl
(e85), nepo yTkm (e86), Nepo MHaEr KA (e89)

Mepbst ML, MUKCT eX72. IMIKCT BKIKOHaET CMECH &/EPreHOB: Mepo BOSIHMCTONO roryrast (e78), nepo
KaHapeiik (e201), repo 4/MHHOXBOCTOrO roryrast (€196), nepes nonyrast (€213), nepest Botopka (€214)
MbIblia paHHELIBETYLLVIX [EPEBEER, MUKCT tX5. MUKCT BKIIKOHEET CMECH /VIEPreHoB: 0f1bxa cepast (12),
JeLLyHa 00bIKHOBeHHas (t4), B3 (t8), viBa 6eriast (t12), Torors (tl14)

MbIbLA NMO3OHOLBETYLLYIX [EPEBEEB, MAKCT tX6. MIKCT BK/THOHEET CMECH &/UIEPIEHOB: KIeH SICeHe/IICTHBIA
(t1), Gepesa Geras (t3), Gyk secHol (t5), ay6 Genbii (t7), rpeukuii opex (UO)

MbrbLA fepeBLeB, MUKCT 9. MIIKCT BK/KOMaET CMECH a/IEPreHoB: of1bxa cepas (t2), 6epesa (t3), felyHa
00bIKHOBEHHas (t4), ay6 Genbii (t7), viBa Genas (t12)

MbIblia paHHELBETYLLYIX JYTOBbIX TPaB, MAKCT gX|. MIKCT BKIHOHaET CMECH a/IIEpreHoB: exa coopHast (g3),
OBCSHYILIA yToBast (g4), paiirpac MacTonLHbIA / resen (g5), TModeeBKa /yrosast (g6), MAT/IMK JTyroBoii (g8)
MbIbLR COPHBLIX TPaB, MAKCT WXI. MIKCT BKIIOHEET CMECH a/IEpreHoB: aMopoauist MosibHHOMMCTHast (W),
Mo/ Hb 00bIKHOBEHHAS (W), MOLOPOXHVIK NAHLETONMCTHLIA (WO), Mapb Berast (WIO), 30/bHMK/CONsHKa
MbIbLR COPHBIX TPaB, MAKCT WX2. IMMIKCT BKIKOHEET CMECH a/IIEpreHoB: aMoposunist raroMeTe bHaras (W2),
NobHb 00bIKHOBEHHAS (W), MOAOPOXHVIK MIAHLETO/MCTHLIA (WO), Mapb Geriast (WMO), nebena (wi5)
MbIbLR COPHBIX TPaB, MAKCT WX3. MIIKCT BKIKOHEET CMECH &/IEPreHOB: MO/TbHb (W6), NMOAOPOMKHUK
JAHUETONMCTHBIA (WO), Mapb Geriast (WO), 3010TapHiK (WI2), Kpanvea agyaoMHast (W20)

MbIbLIR COPHBIX TPaB, MUKCT WXS. MIIKCT BKIHOHEET CMECH &/IIEPreHoB: aMopoanist No/ibHHOMCTHasA (W),
M0/bHb 00bIKHOBEHHaS (W6), HVBSHVK/pOMALLIKA (W7), OfyBaHUMK ekapCTBeHHbE (W8),
[MpotheccrioHarbHBbEE arvepreHbl, MAKCT PAX6. MIKCT BKIHOHaET CMECH &/IIEPIeHoB: aTuieHokeny, (K78),
(pranveBb i aHrMapva (K79), dopmvanszerig, (k80), xiopamut-T (k85)

MuKCTbI NULLEBBLIX ansiepreHoB (onpegeneHue crneuynguyecknx IgE K cmecn annepreHos, OMb
pesynbTar)

53E&

S3ERR

S3EAX74

53-E-xI6

S53EHG

53EM20

53E&13

53-Efx4

53-EAfdl

53-E-x5

53-E4x9

JeTckasn cvech, MAKCT DS, IVMKCT BKIKOHEET CMECh aviepreHoB: siviHbIA 6enok (1), kopoBbe Morioko (2),
Tpecka (f3), nueHnuHas myka (f4), apaxvc (V13), coeBbe 606b1 (M4)

MoperpodyKTbl, MAKCT 1X2. MMKCT BKIKOHGET CVECH aVVIEPIeHOB: TPecKa (£3), KpeseTk (124), rany6as
Myt (E37), TyHew (f40), nococs (f41)

Pbi6a, MUKCT 1X74. MKCT BK/THOHEET CMECh VVIEPreHoB: Tpecka (£3), cenbtp (f205), ckymopist (£206),
Kambaria (£254)

Mco, MUKCT 1X16. IMIKCT BKIIKOHBET CMECh arliepreHoB: cBrHUHA (f26), roesoyHa (£27), kypyHoe Mmsico (f83),
GapaHuHa (£88)

MyKa 3M1aKOBbIX 1 KyHYTHBE, MUKCT 1X3. MIKCT BK/IKOHEET CMECH &/IIEPIEHOB: MLLEHUYHasA MyKa (£4),
0BCsiHast MyKa (1), KyKypysHast MyKa (18), kyryT (£10), rpeqHesast Myl (M)

MyKa 3r1aKoBbIX, MUKCT 1x20. MMKCT BK/HOHEET CMECh a/VIEPreHOB: MLLEHMYHasA Myka (f4), piaHast myka (5),
AuveHHas Myka (6), prcosast Myka (19)

OBOLLW 1 6060Bble, MAKCT 1X13. IMMIKCT BK/HOHEET CMECh arviepreHoB: ropoxX (M2), 6enast dacorns (f15),
MOpKoBb (E31), KapTodenb (£35)

OBOLLY, MMKCT 1x14. MKCT BKIIKOHEET CMECh arviepreHoB: nommaop (f25), winvHar (£214), karycra (£216),
nanprika (£218)

Opext, MUKCT 1X1. MMKCT BKIHOHAET CMVECH arviepreHoB: apaxvic (V13), dyHayk (I17), 6pasvrisckiii opex
(f18), MrHaa/b (£20), Kokoc (E36)

Liympycosbie 1 dpyKTbl, MUKCT fXI 5. IMMIKCT BK/IHOHBET CMVECH aVIEPreHOB: are/isevH (£33), S0Moko (£49),
6aHaH (192), nepcuk (195)

BbE, MAKCT 1X29. MKCT BKIHOHEET CVIECH aUIEPreHO0B: anesisevH (£33), MoH (£32), rpeiindypyT
(192), MaHmapvH (£34)

750,00
750,00
750,00

750,00

750,00

750,00

750,00

750,00

750,00

750,00

750,00

750,00

750,00

750,00

750,00

750,00

750,00

750,00

750,00

750,00

750,00

750,00

750,00

750,00

750,00

750,00

750,00

750,00



4029 PpyKTbI 1 GaxqeBbE, MAKCT 21, MUKCT BKIHOHaET CMEC arnepreHos: kv (TB4), apka (17), Garan (f92),
: ERE T nepevk (f95), aHarac (f210) 750,00





